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Abstract: In recent years, soybean transgenic technology as an important way has been used for soybean molecular breeding
and gene function research, with the rapid development of plant genetic engineering. Now the main progress on soybean trans-
formation focuses on soybean genetic transformation method and establishing a highly efficient and stable genetic transformation
regeneration system. This paper reviewed related methods of soybean genetic transformation, transformation regeneration sys-
tem and some factors affecting transformation efficiency. It provided reference for the research on transgenic soybean breeding.
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