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Study on Agrobacterium-mediated Transformation System of Super-high-yielding
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Abstract; To establish a high frequency genetic transformation system of soybean cotyledon node for soybean genetic engineer-
ing , Agrobacterium concentration , infection time , co-cultivation time and acetosyringone concentration of co-culture medium dur-
ing soybean cotyledonary node transformation were studied by using soybean cultivars with super-high-yielding. The results
showed that the optimal conditions were Agrobacterium concentration OD,, =0. 5, infection time 30 min, co-cultivation time 3-4
days and acetosyringone concentration 200 wmol-L™ . Using the optimized transformation procedure, different genotypes of su-
per-high-yielding soybeans were transformed and the sensitivity of soybean genotypes to Agrobacterium tumefaciens was signifi-
cant differently. Shennong 9 was the most sensitive material ,followed by Shennong 12 ,and Zhonghuang 35 was the least sensi-
tive material.
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Fig.2 Effect of Agrobacterium concentration on
regeneration rate of resistant multiple shoots
2.1.2 RAFEB I 3 LA D, AREE
U e B 2545 T U AR ZF RS S R R I 8 35 2
Sto LAY 30 min AbFRHTIENA: ZF USSR AR, A
74.54% {34 45 min IR, 5 62.39% ,{74% 60 min

904
80 1
704
601
504
40 4
304
204
104
0

A
Regeneration rate/%

2 Y[R
Infection time/min
B3 SREEXNAZHEAEFEERNIIN
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Fig.5 Effect of co-culture time on regeneration
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Fig.6 Regeneration of resistant multiple shoots from different super-high-yielding soybean genotypes
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Table 1 Screening of super-high-yielding soybean genotypes susceptive to Agrobacterium tumefaciens
PP 2 F A AME R R UtE A2 P A A
T Y SR AR AN B No. of regenerational Regeneration rate of
R AY Explant resistant multiple shoots resistance multiple shoots/%
Genotype
I I I I I I I I I FH
Average
1L . 14 Liaodou 14 100 102 99 33 37 40 33.0 36.3 40.4  36.56+2.14 ¢
k4 12 Shennong 12 98 100 100 68 62 61 69.4 62.0 61.0 64.00=+2.52b
WwAe 9 5 Shennong 9 98 102 100 75 82 76.0 76.5 80.4 76.0 77.64+1.38 a
1% 35 Zhonghuang 35 99 101 102 12 10 9 12.1 9.9 8.8 10.28 £0.97 d
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