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Genetic Similarity for Wild Soybeans from Different Geographical Origins in Li-

aoning Province
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Abstract: The genetic diversity of 963 wild soybean germplasms from 14 regions in Liaoning province was analyzed using 20
pairs of SSR primers. A total of 141 variation were detected in alleles with the frequency of 4-11 per pair of primer. The aver-
aged frequency of allele was 0. 1326 in the range of 0.0016-0.9045. The genetic similarity index of wild soybeans in different
regions varied from 0. 6730 to 0. 8589, with that between Shenyang and Tieling the highest;followed by Dalian and Anshan, Li-
aoyang and Anshan;Dandong and Chaoyang, Fushun and Dalian was the smallest. The 14 areas were divided into 2 major cate-

gories and 4 sub-categories in clustering analysis, which showed that the genetic background of germplasm was correlated to its

geographical distribution to some extent.
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Table 1 Distribution of test materials from different regions of Liaoning province

X FOEMI %L Hb X FOEMI %L

Region Number of test materials Region Number of test materials
#5111 Anshan 98 30 Jinzhou 49
ZAE Benxi 46 1L PH Liaoyang 19
g fH Chaoyang 132 #i P 5 Huludao 16
K% Dalian 72 B 11 Yingkou 102
J}% Dandong 90 2555 Panjin 36
MR Fushun 50 L FH Shenyang 44
B0 Fuxin 44 % Tieling 165

1.2 HiaEfhiE5s DNA 281

FOEEF 2011 4F 5 7 Rkl Tk 7 4 B e i 5
FH, P PEDAE 7 355, s P48, A5 4 & A 4 7,
oGS, RE MBI R B2 3 o IR T
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I SRR S BN Tl T TR B AR R
TG Z AR ST SSR ARid 20 (K 2) .
SSR SI¥ P51k A K24 % SoyBase (http://soy-
base. agron. iastate. edu) , {1 db 5% & [ A= ¥y B R R
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Table 2 Polymorphism of SSR locus in wild soybean of Liaoning province

(A= ASERZN R H Shannon 5§41 Simpson i
Locus Chromosome Alleles number Shannon index Simpson index
satt424 A2 7 1.5920 0.7776
sat_115 A2 6 1.6365 0. 8407
satt429 A2 6 1.6426 0.8350
satt286 C2 6 1.7413 0.8229
sat216 D1b 8 1.8910 0.8420
sat_417 F 5 0.3855 0. 1766
satt138 G 11 1.8938 0.8361
sat_064 G 8 1.8734 0. 8866
satt559 K 6 1.3920 0.8133
sat_391 M 6 1.5340 0.8359
satt300 Al 8 1.6380 0.7870
satt197 BI 8 1.9293 0.8373
satt194 Cl1 8 1.6285 0.8205
sat_130 C2 6 1.3955 0.9126
satt267 Dla 7 1.6037 0.7693
satt268 E 7 1.6459 0.7840
satt279 10 1.9488 0.8488
satt239 | 1.7234 0.7951
sct_001 J 4 1.2786 0.7016
satt462 L 8 1.6570 0.8602
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PCR IR 20 L. fS K R 4045 1.0
(5 pmol-L™") 31#7,0.2 pL.(5 U+ uL™") Taq DNA
B4, 1 uL(2 mmol-L™") ANTP,25 ng 4z DNA
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Fig. 1

Dendrogram of wild soybean from 14 citits of Liaoning province
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Table 3 The genetic similarity of wild soybean germplasms from different geographical origins

WX () b A @ g MR

Areas(city) Anshan  Benxi Chaoyang Dalian Dandong Fushun

B @R @M A0 48 Wk

Fuxin ~ Huludao Jinzhou Liaoyang Panjin Shenyang Tieling Yingkou

By EN

LA
Anshan
ARIE
Benxi
I
Chaoyang
Kk
Dalian
PHR
Dandong
E7

Fushun
R
Fuxin
T
Huludao
Hi
Jinzhou
1L
Liaoyang
4
Panjin
b ALE!
Shenyang
By
Tieling
1=

Yingkou

0.7730 1

0.8440 0.8014 1

0.8582 0.7589 0.8156 1

0.8014 0.8014 0.6730 0.7730 1

0.8298 0.7589 0.7282 0.6730 0.7589 1

0.8156 0.8014 0.6730 0.7589 0.7014 0.7730

0.7801 0.7943 0.7660 0.7660 0.7943 0.7660

0.7589 0.7872 0.7589 0.8014 0.7730 0.7447

0.8582 0.7872 0.7872 0.8156 0.8156 0.8298

0.8440 0.7730 0.7872 0.7872 0.7589 0.7589

0.7730 0.7872 0.8014 0.7872 0.8440 0.8530

0.8440 0.7589 0.6872 0.7730 0.7589 0.8298

0.8227 1

0.7872 0.8518 1

0.7540 0.8085 0.8014 1

0.8014 0.8369 0.8014 0.8014 1

0.7447 0.7518 0.8014 0.7872 0.7589 1

0.7414 0.6777 0.7447 0.8156 0.7656 0.8589 1

0.8156 0.7447 0.7730 0.8014 0.7447 0.7872 0.7447 0.7943 0.8014 0.8014 0.8014 0.7730 0.8014 1
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Table 4 The average genetic diversity index from different regions of Liaoning province

H X AR 2R AL
Regions Average similarity index
#711] Anshan 0.7888
Z%iZ Benxi 0.7410
H]fH Chaoyang 0.6870
K% Dalian 0.7150
F}7% Dandong 0.7215
M Fushun 0.7090
L7 Fuxin 0.7375
B Jinzhou 0.7700
iT FHl Liaoyang 0.7281
#7  Huludao 0.7175
#11 Yingkou 0.7288
#5465 Panjin 0.6932
I FH Shenyang 0.6860
BRI Tieling 0.6827

P-4 Shannon $§ %% P-4 Simpson 551
Average Shannon index Average Simpson index
1.7140 0.8946
1.5309 0.8041
1.3343 0.6816
1.6454 0.7593
1.6786 0.8304
1.7071 0.7593
1.5514 0.7740
1.7767 0.8876
1.6542 0.8129
1.6150 0.7185
1.7119 0.9001
1.4558 0.7118
1.6119 0.8124
1.4356 0.7017
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