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Abstract: Objective To investigate the relationships between obese population-susceptibility and gene polymorphisms
of neuropeptide Y and its receptors in a region of Henan Province, China. Methods We selected 510 inhabitants aged
over 18 in a region of Henan Province by the method of random cluster sampling, and analyzed the relationships of obe-
sity degree with genetic susceptibilities. Results The genic distributions of rs2880412 and rs2880416 had statistical
differences (P <0.05). The rates of genic mutation and the distributions of genotypes showed the overall increasing
trend (P <0.05). Three sites of different genotypes had relevance to the occurrence of disease. The distributions in
three kinds of haplotypes, including CA, GA and GC, had statistical differences between obese and non-obese groups
(P <0.05). When haplotype CA was as a control, haplotypes GA and GC were relevant to obese susceptibility ( P <
0.05). Conclusion Gene polymorphisms of rs2880412 and rs2880416 sites are statistically relevant to obese suscepti-
bilities. The corresponding allele C and C of them are risk factors of obesity. Haplotype-analysis showed that there are
interactions in the three sites.
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