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Clonging and sequencing of sugar fermentation stimulation protein gene from Vibrio cholerae 04-5a WU Qing-gang
ZHANG Jingping MA Guang-yuan et al. Labratory Department Wuxi Municipal Center for Disease Conirol and Preven—
tion( Wuxi 214023 China)

Abstract: Objective To investigate the differences in the sequences of sugar fermentation stimulation protein genes
between Vibro cholerae 04-5a and epidemic and nonepidemic V. cholerae strains. Methods Cloning and sequencing meth—
ods were used to analyze the sequence of sugar fermentation stimulation protein genes from V. cholerae 04-5a and to com—
pare the sequences with related gene sequences. Results The sequence of sugar fermentation stimulation protein genes from
V. cholerae 04-5a is a 771bp gene encoding 258 amino acid polypeptide and is identical to the ones from the epidemic
strain. According to the sequence of sugar fermentation stimulation protein gene the V. cholerae 04-5a has mutations at
334th 622th and 666th point compared with the nonepidemic strain and is identical to the epidemic strain. The difference of
the 666th point mutation led to the changs of the deduced amino acid level. Conclusion The sequence of sugar fermentation
stimulation protein gene from V. cholerae 04-5a is identical to that of from the epidemic strains and the related pathogenic
mechanism and epidemiology need to be further studied.
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