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Medical attendance at community health service centre and its influential factors among urban residents in Chengdu
city WANG Qiong WEI Yongdan LU Rong et al. Department of Chronic Disease Chengdu Municipal Center for
Disease Control and Prevention( Chengdu 610041 China)

Abstract: Objective To investigate the medical attendance at community health service centre( CHS) and its influen—
cing factors among urban residents in Chengdu city. Methods ~ With stratified randomized sampling 6 902 urban people
aged 18 years or older were selected from six urban and six suburban communities in Chengdu city in 2008. The information
was collected with a face-to{ace questionnaire interview. Results Among the residents CHS became the first choice of
medical attendance with a preference rate of 25.31% followed by secondary grade hospital and district hospital( 24. 11%)
individual clinic( 18.89%) and third grade hospitals and special hospitals( 11.40%) . The preference rate for CHS was
38.90% in urban residents 11.47% in the suburban 22.70% among the males 27.20% among the females 26.56%
among the residents with medical insurance 33. 56% among the residents knowing the location of the CHS 29. 85% among
the residents suffering from non-communicable chronic disease and 54. 67% among the residents receiving medical service
provided by the CHS respectively. Logistic regression analysis results showed that the pro-factors for the preference of CHS
included knowing the location of the CHS living in urban area receiving medical service provided by CHS and having med-
ical insurance and the inhibitive factors included with non-communicable disease with higher family income and with higher
education level. Conclusion CHS became the first choice of medical attendance among the urban residents in Chengdu city.
The influencing factors for the preference of CHS are living area education level average family income medical insurance
with medical service provided by CHS with knowledge of CHS and with non-communicable chronic disease.
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Association between single nucleotide polymorphism of adiponectin gene and type 2 diabetes in Han people in
Liangshan Sichuan province HE Hui§ing WEI Daying WANG Chun=xiu et al. Department of Epidemiology and
Statistics Institute of Basic Medical Sciences Chinese Academy of Medical Sciences( Beijing 100005 China)

Abstract: Objective To assess the association between the single nucleotide polymorphism( SNP45) of adiponectin
gene and type 2 diabetes and risk factors of type 2 diabetes in Han people in Liangshan Yi Autonomous Region Sichuan
province. Methods A case—control study was conducted and PCR-restriction fragment length polymorphism( RFLP) tech—
nique was used to analyze single nucleotide polymorphism( SNP45) among 153 cases and 158 controls meanwhile physical
and blood tests were carried out. Results The genotypes of TT TG and GG of SNP45 accounted for 57.52% 35.29%
and 7. 19% in the cases and 55. 70% 39.24% and 5.06% in the controls respectively. The frequencies of T and G allele
were 75.16% and 24. 84% in the cases and 75.32% and 24.68% in the controls. There were no significant differences in
the distribution of TT TG and GG genotype and T/G allele frequency of adiponectin gene between cases and controls. Mul-
tiple logistic regression analyses showed that body mass index( BMI) and family history of diabetes were associated with
type 2 diabetes in Han people in Liangshan. Conclusion Association between SNP45 of adiponectin gene and type 2
diabetes is uncertain in Han people in Liangshan.
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