W52 6 WK K ¥ ¥ R O(E ¥R 2014 456 J1

Vol. 52 No. 6 JOURNAL OF SHANDONG UNIVERSITY (HEALTH SCIENCES) Jun. 2014
XERS:1671 —7554(2014)06 - 0108 - 05 DOI:10. 6040/j. issn. 1671-7554.0.2014. 176 N HEIESERES .
pail] i=E
REERIUVREYEMERBRAE
..f, 1 1
lu'u él’S }é 'j%\mii\

(1. FEREN ?%ﬂmﬁ—ﬁﬁiﬂ L, i*ﬁ%\ i“féﬂlhlﬁéuﬁ*f;&?‘i 4t 5t 100021 5
- TIE IR R EE B AL, b st 100088)

WE: a6 AEREALHTLABAEDAAEAEL, Fob RAFBAET F MEXRBLS T LAMAEY

WA G AL, R ZRERE TELFR KT LB 137 bt T2 AHAREL, L7 116 4

(84.67% ) 7 1 6 %’275%?5?&‘7 B AR AL, B A 21 AR (5 15.33% ) Rk APk KFRE NS L, &

B R R KA R T A AR ) 122 4k, 5 89.05% , A T A F S se e 15 4k, & 10.95% ;4 R A

WA KR 13T AREAR M T 17 A6 42 AL 4 AR A B, 1980 0T €28 K B4R R 9 B AP AT 9 2k,

& 70.80% ,1980 £ 2000 4 17 #k, & 12.41% ,2000 425 A 4 A a9 WAAT 19 #k, & 13.87% ,4 4kt R IR,
gk RERSTLAMKEYEFGHE KRR ALRNER FEFRANE AL G LA RE R 2T
WA AP O, BBk 2 3 W Ab aY AR A B A AR R ) SR

;ﬁﬂ B T A AL

FES %S RISS5.5 XERIRERS : A

Survey on microorganisms used in food industry

ZHOU Rui', ZOU Jianhong®, BAI Yao', LI Fengqin'
(1. National Center for Risk Assessment of Food Safety, Key Laboratory of Food Safety Risk Assessment, Beijing 100021, China;
2. Department of Cardiology, the PLA Second Artillery Force General Hospital, Beijing 100088, China)

Abstract; Objective To investigate the microorganisms used in food industry and to provide scientific basis for food
microbial management in China. Methods Questionnaires were distributed to collect information. Results Informa-
tion on 137 strains of microorganisms was collected from enterprises and the Food Industry Association. Of all strains,
116 (84.67% ) were provided by 6 institutions with certificate for strain preservation, and the other 21 (15.33% ) were
collected from foreign-owned enterprises, universities and domestic enterprises. A total of 122 strains (89.05% ) were
used for the production of plant-based foods, and 15 (10.95% ) were for the production of foods from animal origin.
These 137 strains involved with 42 species of 17 genuses. In addition, 97 strains (70.80% ) has been used in food pro-
duction since 1980, 17 (12.41% ) between 1980 and 2000, 19 (13.87% ) after 2000, and 4 strains had unknown his-
tory of use. Conclusion The types, sources, application and management of microorganisms used in food industry in
China are generally normative. Still, some microorganisms are used without any permission or safety evaluation. In-
spection on the genetic characteristics and toxigenicity of strains should be strengthened.
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Koith 7 Aspergillus oryzae 20
Hoth R Aspergillus niger 12
HE 5 Aspergillus batatae 3
wthw Aspergillus. Flavus 2
i ih & Aspergillus sojae 2
FAEFEWME  Aspergillus usamil 1
2 W Saccharomyces 33 AW UZEBLLAYE R LR R
[ HA Yeast 21
A TG i £ Saccharomyces cerevisiae Hansen 10
R Saccharom yces rouxii Boutroux 1
ERADL B Torulopsis 1
3 OSUHFE Laciobacilus 4 WEILG W U T
HEYFANE  Lactobacillus plantarum 3
EHFLT Lactobacillus brevis 2
TEEFLERATH Lactobacillus delbruckii 1
HRFAFHE  Lactobacillus buchneri 1
FLBRFLAFH  Lactobacillus lactis 1
TFEFLFFH  Lactobacillus casei 1
HALFLFFE Lactobacillus alimentarius 1
BRFAFTE  Lactobacillus coryniformis 1
RIEFAFFH  Lactobacillus fermentum 1
WERRFLITE  Lactobacillus acidophilus 1
EFLFRATE  Lactobacillus sakei 1
4 REE Rhizopus L RCES P TR
KR Rhizopus Oryzae 6
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5 THRE Mucor 8 EX SN2
BARTE Mucor racemosus 7
BRER Mucor Wutungkiao Fang 1

6 WIBIRTR Leuconostoc 7 B W FUH
17 1 B ER R TR Leuconostoc mesenteroides 5
T BRIV FY  Leuconostoc mesenteroides subsp. mesenteroides 1
f7 I BB FLIEWAY  Leuconostoc mesenteroides subsp. cremoris 1
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8 ZIfhid Monascus Van Tiegham 30 o S KK
Lo i E Monascus purpureus Went 3
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PR 4 A BR TR Staphylococcus carnosus 1
/NGRS Staphylococcus vitulinus 1
A A 4 Bk T Staphylococcus xylosus 1

10 ZHWEATFHEE Sporolactobacillus 2 B AR U
L.B.P.C-5 ZFEMFAMH  Sporolactobacillus liyoujun 1
L.B.P. C-6 AT H Sporolactobacillus youjun 1

11 FHHFE Bacillus 2 B2 ISR
P F AT Bacillus natto 2

12 HEERTE & Streptococcus 2 #H FLES
e VR BK Streptococcus salivarius 1
WEIREEBR T Streptococcus thermophilus 1

13 HHA Penicillium I ES Tl REER
H 7 5 Penicillium candidum 1
W F Penicillium nalgiovensis 1

14 JrBRii R Pediococcus 2 EEA% W RMA
JBE FBR A Pediococcus pentosace 2

15 JhE)= Geotrichum L Bk FLAE L TR A
H 5 Geotrichum candidum 1

16 (Bl tEE Candida 1 RES LB
Toa etk Candida famata 1

17 FLERE R Lactococcus 1 # 2L
A BRFLIKR Lactococcus lactis 1
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