rPEASE A 2013 4F 10 A %5 29 55 10 5] Chin J Public Health, Oct 2013 Vol. 29 No. 10

- 1499 -

- AR S S50

MinEE PASO R AMEMERBERSREEXR

R, B, B R, 2% S ELT

i E:.BH SR ER P450 N (CYPLAL ,CYP2EL) KAF It H IKEL AL N (GSTMI (GATT1 ) Z 2451k
HEEEAWNIZBIMNCER, FiE RIS, X 138 Bl 6485w 8 & 170 4 165 X B2 AR 1T
CYP1A1 CYP2E1 GSTM1 5 GATT1 R L5, 25R  CYPLAL BN 2251 5 8488 & 9 KU ToAH G
CYP2E1 KA Ee 5 &80 5 BAEAH DG S AL A CL AR &R B i fE R o C2 19 2. 207 %,
A Cl/C1 SEPRAL R A B 4809 1 FE I P 2 78 S AMAR [ 2. 256 1% ; GSTMI Jik PR BY (¥ i 2 5 870 1) B SRR A G
5 GSTMI e JEPR B A9 R & A IR R S B P AR SRR 09 1. 775 4% 5 1T GSTTL e B fy i 2k 5 B4
SHIEVETCAR AN, B8 MK CYP2EL GSTMI (5 (9 £ 25 Pk 15 5 20 0o s XURG: S 4 ek

KRB AR 4SO AR H IR i ; 2 N 2 250k
FESES . R735 1 XEERE:A XEHS:1001-0580(2013)10-1499-03 DOI;10. 11847/ zgggws2013-29- 10-30

Genetic polymorphisms of cytochrome P450 and glutathione S-transferase

in relation to human esophageal carcinoma
ZHANG Lin,MA Wei,LI Yun,et al( Department of Thoracic Surgery ,Shandong Provincial Hospital Affiliated to Shan-
dong University ,Ji" nan ,Shandong Province 250021 ,China)

Abstract ; Objective To explore genetic polymorphisms of cytochrome P4501A1( CYP1A1l ) and 2EI( CYP2EI) ,
glutathione S-transferase M1 ( GSTMI1 ) and( GATT1 ) in relation to human esophageal carcinoma. Methods The genetic
polymorphisms of CYP1A1,CYP2E1,GSTM1 and GATT1 in 138 esophageal carcinoma patients and 170 normal controls
were detected. Results The genetic polymorphisms of CYPTAl and GSTT1 were not related to the risk of esophageal
carcinoma. The genetic polymorphisms of CYP2EI and GSTM1 were related to the risk of esophageal carcinoma. The
risk of esophageal carcinoma in people with C1 allele was 2. 207 times of the people with C2 allele. The risk of
esophageal carcinoma in people with C1/C1 allele was 2. 256 times of the people with other genotypes. The risk of

esophageal carcinoma in people with GSTM1 null was 1. 775 times of the people with other genotypes. Conclusion The

genetic polymorphisms of CYP2E1 and GSTMI are related to human esophageal carcinoma.
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