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Abstract: Capsular polysaccharide export protein (CPEP) gene of Haemophilus parasuis SC-1
was amplified by PCR and then was cloned into the pMD-19T vector. After being certified by se-
quence and digestion with BamH | and Xho | respectively,the gene were cloned into the pET-32a
(+) vector. The recombinant vector was transformed into BL21(DE3)and then induced by IPTG.
The product of expression was studied by SDS-PAGE and Western blot,and then was purified.
We further evaluated the immune responses and protective efficacy of purified CPEP in mice mod-
els. The results showed that the recombinant vector pET32a-CPEP was constructed successfully.
The SDS-PAGE and the western blot results showed that the purified protein was 35 kDa and the
recombinant CPEP possessed reactogenicity respectively. The protective capacity of the anti-CPEP
antibodies was evaluated by the inoculation of highly virulent strain SC-1. Vaccinated animals had

a delayed course of disease and 40% of the animals survived the lethal challenge. The partial pro-
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tection achieved with the recombinant CPEP supports their potential as candidates to be included

in future vaccine formulations against H. parasuis.

Key words: Haemophilus parasuis; capsular polysaccharide export protein gene; expression; im-

munogenicity analysis
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Fig. 4 Homology analysis of CPEP genes
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B H425(KC795491.1) Germanny serotype 12
 SD-84-15995(KC795546.1) USA serotype 15
B SC-1(HMO063414.1) Sichuan China serotype 12
B Nagasaki(KC795346.1) Japan serotype 5

B SHO0165(CP001321.1) Hubei China serovar 5
4 SW124(KC795360.1) Japan serotype 4

W 7J0906(CP005384.1) Jiangsu China serovar 12

M. 96 h NEE; @. T IREK ] L™ 2 B8 s AL R R IR A S R B 5 O. TC I R AE IR F045L 13

W . The isolate caused death or moribundity within 4-day; 4. The isolate caused polyserositis; &. The isolate caused
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Fig.5 Phylogenetic tree analysis of CPEP genes
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Fig. 7 Hydrophilicity plot,antigen index analysis of SC-1 CPEP protein
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Fig. 8 Colony PCR confirmation of pET-32a-CPEP
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Fig. 10 Expression of the recombinant plasmids pET-32a-
CPEP in E. coli BL21 (DE3)
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Fig. 11 The results of expression of the recombinant plas-
mids pET-32a-CPEP in E. coli BL21 (DE3) at
different concentration of IPTG
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Fig. 12 The results of expression of the recombinant plas-
mids pET-32a-CPEP in E. coli BL21 (DE3) at
different time after induction
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7 R A 2 SR TR A i — 20 4, o B 4t
BAKFEEmF A4, CAS D ABA il AR
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FETZ.5 d N 2 /N ERRIET . WA 1 A, A
BT 6 H AR RN 40%0;B /N R BEA LT, 14
PN 100%;C 4 & D 4 4FBIET .
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The results of the anti-Hps antibody in murine serum after immunization

ar) G hl SR 0 d SRR 14 d e 28 d
Groups Immunization 0 d post immunization 14 d post immunization 28 d post immunization
A2 Group A H 4 CPEP 0.15540.014 0.567+0.028 0.72140.020
B4 Group B SC-1 K 4t Ji + 3 AR 7 0.15240.019 0.774=+0.021 1.168+0.014
C 24 Group C PBSH iifi F 4 7 0.14040. 029 0.153=£0. 031 0.14140.021
D ¢ Group D PBS 0.146=+0.016 0.158+0.023 0.150=+0.012
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