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Study on Comprehensive Diagnosis and Molecular Characterization

of Subgroup J Avian Leukosis Virus from Silkies
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Abstract: The Silkie is a typical Chinese breed of chicken. In recent years,numbers of Silkies elim-
inated from farms in Liaocheng,were found to be infected with tumor diseases, showing hepato-
megaly and splenomegaly. On Dec. 2012,6 dead Silkies from a parent farm were found hepatomeg-
aly and splenomegaly with tumor-like nodules by necropsy. By histological detection, PCR testing,
virus isolation and identification, ultimately the Silkies were diagnosed myelocytoma and hemangi-
oma,infected by avian leukemia virus subgroup J (ALV-]). To obtain virus genome sequences,
four pairs of primers were designed. And finally 7 647 bp sequence,include gag gene (2 016 bp),
pol gene (2 622 bp) and env gene (1 689 bp) were obtained. There was a 205 bp deletion cross
rTM (redundant TM) and DR (direct repeat) area,equivalent to 7 049-7 253 position of the prototype
ALV-] strain HPRS-103. In the leader sequence of 5'UTR (untranslated region) , there was a 19 bp in-
sertion sequence. The isolate was quite different with the British prototype strain HPRS-103, but was
highly similar with stains isolated from commercial layers in recent years. Therefore, this isolate may
come from commercial layer,which will bring great challenge to the control.
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F0.22 YR AR08 Rl 96 FLAR K AU Z 19 DE-1
AfE.37 °C 50 AL IREE A EE 1.5 ho 4k
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1.2.5 &IHE4y %M ALV-] J5
HPRS-103(Z46390. 1) & J¥ 81, Wil & B 4 X519
(& 2) % Hoy 3L B e 50 JEAT P 88, b 4G 45 R 1t
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Table 1 Detection primers of avian leukosis virus
EIEZEN J 3 B R EE/C Fr BER /N bp
Primer name Sequence Annealing temperature Fragment
H5 5'-GGATGAGGTGACTAAGAAAG-3'
H7 5-CGAACCAAAGGTAACACACG-3' 00 o
x2 JIHBADRFREEERFITESY
Table 2 Complete genome amplification primers of ALV-]
EIEZEAN . Bk E/C Fr BeR/IN/bp
%% Sequence
Primer name Annealing temperature Fragment
1F 5'-TAAAAGCTTTGTAGTGTTATGCAATACTC-3'
1R 5'-TAGGTACCACAAGCTTGGCGTTAACAG-3' o0 2990
2 F 5-TCGTTTATTGCATGACTTGCG-3'
2 R 5'-CGAGAAGGTACCCAtATtACCTTAT-3' °8 2300
3F 5'-GGATGAGGTGACTAAGAAAG-3'
3 R 5'-TTCCCCCTCCCTATGCAAA-3' o0 2200
4 F 5'-CCGCGAAAGGTGTTAAGACG-3' - 990

4 R 5'-GCCATCCGCTTCATGCAG-3'
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A. Hepatomegaly; B. Liver section with clear white gran-

ular nodules; C. Splenomegaly; D. Kidney and ovarian en-
largement
E1 HENELER

Fig. 1 Result of gross examination
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A. Only a small amount of liver tissue survived and large

amount of myeloid tumor cells showed spotty prolifera-
tion, 200 X ; B. Myeloid tumor cells in red pulp of spleen
showed diffuse proliferation, 100 X ; C. Myeloid Tumor
cells with a lot of pink spherical eosinophilic granules in
cytoplasm proliferated in the renal interstitium,200X ;D.
A large number of myeloid tumor cells proliferated dif-
fusely in the renal interstitium, 100 X
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Fig. 2 Result of histopathologic examination ( HE stai-

ning)
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A. DF-1 cells inoculated with supernatant of grinding tissue show green fluorescence (200 X) ;B. DF-1 cells uninocu-

lated with supernatant of grinding tissue show no green fluorescence (100 X)
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Fig. 3 Results of indirect immunofluorescence
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SDO7LKI1 env.seq

SDAU1001 env.seq
SD12LCO1.seq

GD1109 env.seq
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ADOL-7501 env.seq
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Fig.4 Phylogenetic tree based on env gene
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