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Abstract MicroRNAs (miRNAs) are small non-coding RNA molecules with 21 to 24 nucleotides in length, which can regulate
post-transcriptional gene expression by interacting with the 3' untranslated regions of the target mRNAs. MiRNAs are widely expressed
in eukaryotic cells and involved in a variety of biological processes, such as in the development, differentiation, proliferation, and apop-
tosis of cells. They also play essential roles in cell cycle regulation, migration, and tumor development. MicroRNA expression varies in
different human tumors and is considered a powerful potential biological indicator in the development, diagnosis, treatment, and progno-
sis of cancers. Breast cancer is one of the most common malignancies, and miRNA expression has been found to be differentially ex-
pressed in various types of breast cancer. The expression and function of some miRNAs involved in breast cancer development, metasta-
sis, and treatments are briefly summarized in this review.
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F, 25 7 74 BE0TE B0F 41 B 1) 38 78 33 72 , miR-
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R 2 5 S50 Tt DA D i R IS8 %, 3o A I % ki 45 40 g
RET AN S, AT O BUIRE i 2k SLk
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—J7 1, Bel=2 Fll Cyclin D1 78 S8 A2 B 24 ) 41 it vp 26
A A SR B, M Bel—2 A1 Cyclin D1 2)/2& miRNA-34a
R IFHR LD . A miRNA-34a Y26 IAfE B E 00U
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NA-125b () FL R 9 240 it B B 8 B AR S5 A2 75 S (R 20
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¢ & IR Lin28 L HEid 12 X] Caspase , Let—7 B4 H[H]
P L A O A R R, FE AR
JT IR Let—7 B ZRIB X TALIT 259 (3 4% DB 2
R Y sCE B RS TR AR
422 miRNAs 5 ZLBE 697 FLARE N
ST IAIETT X PR MO 2 R e A v FL I LA S LR
AR E M EATT R B E EEMEH . BT d 2
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