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[Abstract] Objective

To explore the feasibility and diagnostic implication of BRAF V600E

mutation identified by high-resolution melting (HRM) assay in patients with hairy cell leukemia (HCL).
Methods The V600E mutation of BRAF exon 15 in four HCL patients were detected by HRM assay and

patients’ clinical data were retrospectively analyzed. Results

All four HCL patients were positive for the

BRAF V600E mutation, which were identical to the results of DNA sequencing. Conclusion The HRM
assay for BRAF V600OE mutation provides a useful tool to aid the laboratory diagnosis of HCL with easy

operability, accuracy, and low cost.
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