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MicroRNA-140 and its function in craniofacial development Li Ling, Shi Bing. Dept. of Clefi Lip and Pa—
late Surgery, West China Hospital of Stomatology, Sichuan University, Chengdu 610041, China
[Abstract] MicroRNA-140 is one of the factors that regulate craniofacial development of vertebrates, and thus
has important biological functions. Here we compared the differences of maturation and target recognition between
general microRNA and microRNA-140. Moreover, we reviewed the craniofacial development regulation of micro—
RNA-140.
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