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Research progress on gene chip technology and its applications in dental pulp biology Gong Qimei, Ling
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gy, Sun Yai—sen University; Guangdong Provincial Key Laboratory of Stomatology, Guangzhou 510055, China
[Abstract] Gene chip was a high—throughput, rapid, parallel nucleic acid sequence detection and quantitative
analysis technology. It has been widely used in molecular biology in recent years. Study on dental pulp genomics
will help to understand the physiological and pathological mechanisms of pulp, thus contributing to the clinical
application in prevention, diagnosis and treatment. In this review, we briefly described the gene chip technology
and its applications in dental pulp stem cells, aged dental pulp and dental caries.
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