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Preliminary study on differentially expressed microRNA in
atrial tissues from patients with atrial fibrillation
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Abstract Objective: To analyze the differentially expressed microRNAs (miRNA) in atrial tissues from patients with
atrial fibrillation by gene chip technology and to lay a foundation for studing its role in the development of
atrial fibrillation. Methods: The miRNA gene chip was used to detect the miRNA expression level in patients
with atrial fibrillation and without atrial fibrillation. Quantitative real-time PCR (qQRT-PCR) was used to verify
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the differential expression of microRNAs.Results: The results of miRNA gene chip showed that there were 26

differentially expressed miRNAs in the atrial fibrillation group compared with the non-atrial fibrillation group.

Among them, the expression levels of 16 miRNAs were up-regulated while 10 of them were down-regulated. The

result of miRNA gene chip was in consistent with the result of qRT-PCR. Conclusion: The differential expression

of miRNAs exists in the atrial tissues of patients with atrial fibrillation.
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Figure 1 Total RNA gel electrophoresis in atrial tissue
samples from patients with atrial fibrillation and patients
with non-atrial fibrillation

1-3: Three samples from patients with atrial fibrillation;

4—-6: Three samples from patients with non-atrial fibrillation
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Figure 3 Hierarchical clustering of differentially
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Figure 4 Differentially expressed miRNAs in atrial
fibrillation and non-atrial fibrillation

Black bars represent upregulated miRNAs and white bars
represent downregulated miRNAs
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Figure 6 Expression of miR-19b, miR-208a, and miR-
155 in atrial tissue from atrial fibrillation patients and
non-atrial fibrillation patients

*P<0.05(x%ts, n=3) vs atrial tissue from non-atrial

fibrillation patients
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