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Abstract: Objective

To examine the expression of the vascular endothelial growth factor receptor 3 ,

phosphatidylinositol-3-kinase(PI3K) and protein kinase B ( PKB or Akt) in gastric carcinoma and their
adjacent normal tissues. Methods The mRNA expressions of VEGFR-3, PI3K and Akt in 36 cases of

gastric carcinoma and their adjacent normal tissues were detected by reverse transcription-polymerase

chain reaction (RT-PCR) . The protein expressions of VEGFR-3, P-Akt in the same tissues were detec-
ted by immunohistochemical method. Results 1. RT-PCR the mRNA expression levels of VEGFR-3,

PI3K and Akt in gastric carcinoma tissues were higher than those of the adjacent normal tissues (P<C
0.05) . VEGFR-3 mRNA expression was correlated with PI3K mRNA and Akt mRNA expression(P<<
0.05) . The mRNA expression level of VEGFR-3 was related TNM stage, depth of invasion. lymphnode

metastasis and distant metastasis (P<Z0.05). 2. Immunohistochemical the protein expression levels of

VEGFR-3 and P-Akt in gastric carcinoma tissues were higher than those of the adjacent normal tissues
(P<<0.05). VEGFR-3 protein expression was correlated with P-Akt protein expression (P<C0.05) .

Conclusion The tumors with VEGFR-3 expression are more likely to have lymphnode metastasis VEG-

FR-3 is an important predictor for the prognosis of gastric carcinoma. The expression of VEGFR-3 and

PI3K/ Akt have some relations.
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Figure 1 Detection of the expression of
VEGFR3mRNA, AktmRNA, PI3BKmRNA in gastric

carcinoma and adjacent normal tissues by RT-PCR
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Table 1 The expression level of VEGFR3mRNA,

AktmRNA, PI3BKmRNA in gastric carcinoma and

adjacent normal tissues(zx £ s)

Groups VEGFR-3mRNA PIBKmRNA  AktmRNA
Carcinoma tissues 1.03£0. 03 1.15£0.12  1.13£0.07
Normal tissues 0.63%£0.16 0.59+0.25 0.63£0.08
P 0. 00 0. 01 0. 00

2.2 VEGFR-3.P-Akt 2 176 A B i A 25 411 41
ik

%2 VEGFR-3mRNA EBEALAFHRIES
lERFEEZENEXR ()
Table 2 The relationship of the expression level of
VEGFR3mRNA and clinical pathologic factors(z + s)

Clinical and

pathological features . VEGFR3mRNA P

Measurement 0.39
< 5cm 20 1.05%0. 22
=5 cm 16 1.13+0. 31

Differentiation 0.59
Well 14 1.06£0. 35
Poor 22 1.11£0. 20

Depth of invasion 0. 00
<SM 28 1.02+0. 24
=SM 8 1.32%0. 21

Lymphnode metastasis 0. 00
Non 17 0.96+0. 16
Metastasis 19 1.20%0. 29

Distant metastasis 0. 00
Non 29 1.03+0. 26
Metastasis 7 1.34£0.07

TNM stage 0.01
.1 24 1.01%0.27
1.1V 12 1.24+0.17

Hape 445 R R VEGFR-3 . P-Akt 78 H
AL RIB R W E m TR HL(P<<0.05), I
# 3, VEGFR-3 7= HimHA P RIE S P-Akt 1Y
FiIkBIFEMFEG-=0.59,P<0.05), ILK 2,

%3 VEGFR-3.P-Akt 7 B & fAE =3 R
HAMHRIE (x5, X1072)
Table 3 The expression level of VEGFR3,P-Akt in gastric

carcinoma and adjacent normal tissues (z * 5, X 107%)

VEGFR-3 P-Akt
Carcinoma tissues 2.34%+4,96% 10.79%0. 94 %
Normal tissues 0.40=£0. 08 5.23+3.09

Note: * ; Compared with adjacent normal tissue group,

P<<0. 05
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a: The positive expression of P-Akt in gas-
tric carcinoma(DAB X 400) ; b: The nega-
tive expression of P-Akt in adjacent nor-
mal tissues (DAB X 400); c¢: The positive
expression of VEGFR-3 in gastric carcino-
ma(DAB X 400) ; d: The negative expres-
sion of VEGFR-3 in adjacent normal tis-
sues(DAB X 400) ; e; The positive expres-
sion of VEGFR-3 in the cytoplasm of lym-
phatic endothelial cell (DABX 200)

2 P-Akt % VEGFR-3 £ B R HNEZEHRARHREA
Figure 2 Detection of the expression of P-Akt and VEGFR-3 in

gastric carcinoma and adjacent normal tissues by immunohistochemical method
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