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Absgract :Objective  The main aim of thisinvestigation were to explore the expression of heparanase mR-
NA and protein in hepatocellular carcinoma (HCC) and the relationship between the expression of Hpa
and clinical pathological features of HCC. Methods Reverse transcription polymerase chain reaction
(RT-PCR) and immunohistochemical staining were used to detect expresson of the heparanase mMRNA
and protein in normal hepatic tissues, liver cancer cell line, tumor tissues and adjacent tissues of hepato-
cellular carcinoma. Results The expresson of Hpa mRNA and proteinin HCC tissues was sgnificantly
higher than that in adjacent tissue and normal hepatic tissues( P<0.05) . It was correlated with capsular
invason, porta veininvasion, intrahepatic metastass, TNM classification and recurrence of HCC( P <
0.05) . Hpa protein expression was related with Edmondson- Steiner s classification (P < 0.05) . Conclu-
sion Overexpression of the heparanase mMRNA and protein related to the invason, metastass, recur-
rence and prognosis of hepatocellular carcinoma.
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