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Abstract: A primary soybean mutant library was constructed by treating the seeds of cultivar ‘ SuiNong 14’ with EMS.
In M, generation, 120 mutants with phenotypes of stems, leaves, flowers, and seeds were obtained, including 38 plant
height mutants. All mutants were identified by 100 SSR markers. The results showed that among 120 mutants, there
were 5 mutants with more than 9 polymorphic markers and 10 mutants with less than 3 markers. In addition, for the 38
height mutants were identified by 46 SSR markers related to soybean plant height trait. Only mutant E790 showed
difference from wild type ‘SuiNongl4’ on Sat_168 marker. These mutants could be used as new breeding resource and
will be helpful for the further research on soybean functional genomics.
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Table 1 Markers in 12 section related to

soybean plant height

A SSR #rid

Ttem SSR marker

GM11(BI) Satt426,Sat_411,Satt509 ,Sat_261 ,Sat_156

GM11(BI) Sat_149,Sati519 , Sat298

GM11(BI) Sat_095 ,Satt583 , Sat_364 , Satt444 , Satt665

GMO04 (Cl1) Satt365

GMO1(Dla) Satt342 ,Sat_359

GMI3(F) Sat_197 ,Satt554 ,Satt218

GM18(G) Sat_168, Satt309, Sat _141, Sat_163, Satt356, Satt688 ,
Satt570 , Satt217

GMO09 (K) Satt137 ,Satt178

GMO09 (K) Satt178 , Satt349 , Satt055 , Satt555

GMO09 (K) Satt441 ,Satt264 , Sattd17 , Satt552

GMO7 (M) Satt590 , Satt636 , Satt201 , Satt150 , Sat_316 , Satt567

GMO7(M) Satt540 , Satt435 , Sat_244
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Fig.1 Emergence rate of 50 SuiNongl4 seeds, treated by different EMS concentration
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Table 2 Basic character category of 0. 4% EMS treated mutants

wE A 14 FRifE R AR RASKREL(M, )
Apparatus Criterion phenotype of SuiNongl4 Mutant phenotype Mutant number
M Leaf 4344, Green color # 1L Etiolated seedling 18
£ Long leaf B Round leaf 6
2% Stem 2 4 Two branching JEATHE R Dwarf 37
i FF Higher 1
243k Multiple branching 6
i EZ% Sprawl 1
£ Flower 2548 Purple color flower F1 {48 White color flower 2
WG KO BB I Two-Lropis =HMIEB I Three-tropis 3
1T Seed P T Yellow seed % (Y Dark seed 1
JE Pad WA FREE3E 3T Sub-definite podding habit TCPREE3E ST Indefinite podding habit 2
MRS 46 The number of pods (46) T Tight (AMRIEE80 DL L) 2
B W Growing time 9.18 H g4 pl FLI Premature (8 J 30 H 2247 A) 2
FLAE Early flowering time 19
WiZ Later mature(9 H 25 H Z2A47 ) 20
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Fig.2 The phenotypes of mutants
LIRS ASRAL 2 IR IXT R AR 14 MRimi 53 : ROR EIRAG LTI AL 5 4 X RGEAR 14 4EAL S - B SRR 1K
6 X HRELAR 14 Ty K RAL 7. 270 RE 7 R AL (8 L AR AL R AL 9 0 BREEAR 14 FRUERRRY ;10 . i AR R AY
1:Dwarf; 2:Height of wild type; 3 :Three tropis; 4:Flower of wild type; 5:Round leaf; 6 Leaf of wild type; 7:Multiple branches;

8 : Late mature; 9 :Maturity of wild type; 10: Higher plant
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Table 3 SSR identification for mutant

EZN 1Lk e

KA Polymorphic A2 51 SSR ARic

Mutant primer number SSR marker

E270 2 Sat_231, Sattl72

E790 9 Sati285, Satt345, Satt534, Satt664, Satt713, Sati716, Satt726

E813 1 Satt358

E1245 3 Satt289 , Satt366 , Satt396

E1304 9 Sat_268 ,Sat_283, Satt242 ,Sat1285 , Sat317, Satt396, Sat511, Satt622

E1706 9 Sat_149, Sat_167, Sat_231, Sat_270, Sat_283, Sat_288, Sat_296, Sat_306, Sat_334
E1708 1 Satt396

E1851 1 Satt396

E1980 5 Sat_149 ,Satt285 , Satt534 , Satt622 , Satt726

E2019 6 Satt534 , Satt632 , Satt664 , Satt674 , Satt713 , Satt727

E2110 2 Satt242 ,Sat_283

E2132 3 Sat_149,Sat_163,Sat_310

E3296 10 Sat_149, Sat_167, Sat_268, Sat_270, Sat_283, Sat_293, Sat_296, Sat_389, Satt251, Satt278
E3300 1 Sat_279

E3833 7 Sat_231, Sat_270, Sat_334, Sat_381, Satt227, Satt632, Satt713

F4513 3 Satt726, Satt632

E4577 1 Sat_389

E4860 10 Sat_163, Sat_351, Sat_365, Sat_389, Sat227, Satt228, Satt242, Satt259, Satt285, Satt289
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