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[ Abstract )
leukemia (ALL) by suppression subtractive hybridization . Methods

subtractive hybridization

Objective  To clone and identify genes differentially expressed in child acute lymphocytic
A subtracted ¢DNA library of ALL was
constructed by suppression subtracted hybridization (SSH) method. After screening ,the clones that subtracted library
were selected to identify by cloney PCR and DNA sequencing . Nucleic acid homologies were performed using the
BLAST program. Results Random analysis of 60 clones from subtracted ¢cDNA library showed about 200-600 bp
inserts confirmed by colony PCR , and 20 clones were confirmed by sequence analysis and blast analysis . The 18
clones encoding 17 genes were highly homologous with the partial sequences of known genes , the coincidence rates
were 98% -100% . These genes were related with cell cycles , metabolism, and tumor development closely. Two new
genes were found. Conclusion It was concluded that a subtractive ¢cDNA library related to pediatric ALL was
constructed successfully ,which laid foundation for screening related genes in children ALL .
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R 20 A HHA R BERBIPE sE Bl 45 4

il i A B (bp) [F] 52 35 PR FEEEEH [bp, (%) ]
2-10 370 Zonula occludens-1, Z0-1 370(100)
14 334 019d08 My023 colony protein 333(99)
2-5 258 NADH Dehydrogenase subunit 2 258(100)

5-10 310 mitochondrial gene 301(97)
19 313 Ribosomal protein L7a 311(99)
3-10 417 retinoic acid-inducedgene G, RIG-G 417(100)
4-5 298 Glicopholin-C 297(99.67)
29 405 methyl transferase 405(100)
6-3 275 Anion channel related to potention 275(100)
7-3 395 Fms-like tyrosine kinase 3 397(98)
8-4 590 Sre homology-2 domain-containing phosphatase-2, SHP-2Unknown gene 590(100)
4-10 437 nuclear protein SA-1
5-5 512 Death-associated protein kinase 1, DAPKI 490(96)
4-6,9-6 257 LYL1 gene 257(100)
8-9 342 Unknown gene 342(100)
6-7 497 Outcome Predictor in Acute Leukemia 1, OPALI
7-10 340 339(99)
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