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Studies of Salinity-tolerance with SSR Markers on G.hirsutum L.
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Abstract; Two typical salinity tolerance varieties (Zhong 07 and CCRI 35) and two typical salinity sensitive varieties(Xinyan
96-48 and CCRI 12), were tested by SSR method in order to analyze the salinity-related SSR markers. 274 pairs of SSR primers
with polymorphism on the four cotton varieties were screened from 3528 pairs of SSR primers. Especially, 10 pairs of them such
as Y01, Y02, Y03, Y04, Y05, Y06, Y07, Y08, Y09, Y 10 could distinguish salinity-tolerance varieties from salinity-sensitive va-
rieties, each of those showed in the electrophoregram showed that the same primer amplified different DNA bands between the
two salinity-tolerance varieties and the other two salinity-sensitive varieties, thus can identify salinity tolerance between different
cotton varieties from molecular background. These results are useful to develop molecular identification method of salinity-toler-
ance about cotton germplasm.
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Table 1 The identification results on salinity-tolerance by the method of Double Filter Paper
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Fig.1 The germination results of Zhong 07, CCRI 35,

Xinyan 96-48 and CCRI 12 stressed under 0.8% NacCl,

7th day
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Fig.2 DNA diagram of agarose gel electrophoresis.
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