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[ Abstract)
the c-kit gene using a modified hybridization probe combining with melting curve . Methods Primer Premier v5. 00

Objective To detect c-kit gene mutations of acute myeloid leukemia in the hotspot exon 17 of

and Tm Utility v1.3 software were used to design the primers and probe , the probe contained two parts , the first
segment of the probe could detect mutations around D 816 and the second segment could detect mutations at N 820 and
N822.5 pl DNA samples from patients were used for PCR amplification and melting curve analysis . PCR products
were sent to be sequenced ,these results were compared with those of the mutation -positive plasmids. Results The
detection sensitivity on positive control plasmids was 10% for N820G and 5% for the other mutations . c-kit mutations
were identified in 5 of 12 patients with CBF-AML (41.7% ), the result was confirmed by sequencing analysis .
Conclusion The new method is simple , rapid, and specific with high sensitivity and could be used in individual
diagnosis and treatment of CBF -AML patients.
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