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Fig. 1 Electrophoregrams of seed storage proteins of
three Lespedeza hedysaroides
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Note: M, Protein Marker; 1~ 3, salt-soluble proteins;4~6,
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Table 1 Frequency of bands and molecular weight of salt-soluble protein of three L. hedysaroides

il HBUEAR MMEBR Vi s HEEE HENTBR Ir ¥

Loci  Frequency Rf Molecular weight/KDa Loci  Frequency Rf Molecular weight/KDa
1 0.67 0.05 154.53 11 1. 00 0.34 67.05
2 0.67 0.07 144.90 12 0.33 0.35 64. 88
3 0. 67 0.09 137.83 13 0. 37 0. 38 60.75
4 0.67 0.11 129.15 14 0.54 0.54 38.06
5 0.47 0.13 120.93 15 1. 00 0. 60 32.57
6 0. 67 0.16 112. 34 16 0. 81 0.73 22.55
7 1. 00 0. 20 100. 13 17 0.67 0.81 17.76
8 1. 00 0. 26 85.01 18 0.33 0.85 15.73
9 1. 00 0.28 79.65 19 0.33 0.91 13.57
10 1. 00 0.31 74.58
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Table 2 Nei’s of genetic identity (upper right corner) and
genetic distance (lower left corner) of

salt-soluble protein

B 5 Al e L Al T AT A
Type Common-type Deep green-type Tall-type
o
* % % % 0.978 9 0.3551
Common-type
0.021 3 * % % % 0.406 4
Deep green-type
1o FE T
1.035 5 0.900 5 * %X % %
Tall-type
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o ELl]
Common type

Deep green type

e
Tall type

0.00 0.14 0.28 0.42 0.56
182 4% FE 25 Genetic distance
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Fig. 2 Dendrogram based on Nei’s genetic distance of

salt-soluble proteins
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Table 3 Frequency of bands and molecular weinght of storage protein of three L. hedysaroides

sl B AT HE Vi ¥ ff AR MR R oy ¥ h

Loci  Frequency Rf Molecular weight/KDa Loci  Frequency Rf Molecular weight/KDa
1 0. 46 0.17 107.78 15 1. 00 0. 39 58.07
2 0.73 0.19 101.72 16 0.62 0. 40 56.19
3 0.67 0.22 93. 69 17 1. 00 0.43 51.79
4 1. 00 0.25 87.79 28 1. 00 0.47 46. 56
5 1. 00 0. 26 84.22 19 1. 00 0.52 40. 82
6 0.67 0.27 82.14 20 0. 81 0.55 37.30
7 1. 00 0.28 80. 17 21 1. 00 0.57 34.98
8 1. 00 0.31 76. 25 22 1. 00 0.59 33. 30
9 1. 00 0.32 71.96 23 1. 00 0.61 31.47
10 0. 81 0.33 68. 50 24 0.33 0.72 23.27
11 1. 00 0. 35 66. 24 25 1. 00 0.75 20.92
12 0.62 0. 36 64. 05 26 1. 00 0. 82 17.33
13 1. 00 0. 37 61.49 27 1. 00 0. 88 14.79
14 1. 00 0. 38 60.01 28 1. 00 0.94 12.43

HH 10020 s B4 9 % Ry A TR B BE 28 3K 1 2 2 1 i
WL, ZA/R32.14%., « KA 5 5&K.BRA 16 5,7 X
A7 Koo KIEEH B, 5> F KD 12,43~
107. 78 KDa.,

TR 3 A A [ 28 8 4 W B F I R
Nei’s jgt & M B Mg AL — 808 (R O, 8 A5 vk &4t
U s A BE B Je /N, o 00025 153530 Y 55 5 41 24 11
BHEIR BB, R 0. 238 2, (i AT ) 5 5 280 ) st
—EUE /N 0. 788 05 e £ Y 5 3 5 R 114 g AL —
BER KR 0.975 2,

R4 IMEEBD Nei'sEBE—BE(HELRA)M
BEEE(ETH)
Table 4 Nei’s of genetic identity (upper right corner) and
genetic distance (lower left corner) of

seed storage protein
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Fig.3 Dendrogram based on Nei’s genetic distance of

seed storage protein
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Analysis on seed storage protein of Lespedeza hedysaroides

WANG Qing-li"*, SUN Qi-zhong®, ZHAO Shu-fen’,
GUO Yan-yan', ZHOU Guo-dong'
(1. Graduate School Chinese Academy of Agricultural Sciences, Beijing 100081, China;
2. Institute of Grassland Research of Chinese Academy of Agricultural Sciences, Huhhot 010010, China;
3. Station of Grassland Work, Linxi County, Linxi 025250, China;
4. Inner Mongolia Agricultural University, Ecological Environment Institute, Hohhot 010019, China)
Abstract: Seed storage proteins of three Lespedeza hedysaroides were analyzed by SDS-PAGE technique.
Results indicated that SDS-PAGE of salt-soluble proteins and seed storage proteins were practical and reli-
able methods for determining relationships among three L. hedysaroides. Salt-soluble protein and seed
storage protein in the common-type and deep green-type L. hedysaroides were significantly different from
those in the tall-type. The protein molecular weight ranged from 10. 375 KDa to 155. 53 KDa. 6 bands
were shared and 13 bands were polymorphism (68. 42%) of total 19 salt-soluble protein bands. 19 bands
were shared and 9 bands were polymorphism (32.14%) of total 28 sced storage protein bands. Clustering
showed that three L. hedysaroides were divided into two groups. The common-type and the deep green-
type were classified as the first group and the tall-type one was second group. Therefore, SDS-PAGE tech-
nology is an important method to study intraspecies variation among Lespedeza species.
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