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Tissue Culture and Plantlet Regeneration of P. edulis

YANG Dong-ye' ,ZHANG Li-zhen® , XU Shu-ging®
(1. Guilin Medical University, Guilin, Guangxi 541004 ; 2. Guilin Normal College, Guilin, Guangxi 541004; 3. Qinzhou University, Qinzhou,

Guangxi 535000)

Abstract; Taking stems with bugs of passionfruit as explants, MS as basal medium, passionfruit tissue culture and plantlet

regeneration of passionfruit were studied. The results showed that MS -+ 6-BA 2.0 mg/L was suitable for inducing

adventitious bugs,the induced rate reaches to 100%. The perfect medium for adventitious shoot proliferation was MS+
6-BA 1~1.5 mg/L +IBA 0.1~0. 2 mg/L,1/2MS+1IBA 0.1 mg/L +NAA 0.1 mg/L was the best suitable medium

for inducing roots and the induced rate reached to 100%.
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Effect of Bacterial Concentration on PCR Amplification

HAO Ai-ping, WEI Ji-cheng, GUO Hui-yan
(College of Life Sciences and Technology , Mudanjiang Normal College, Mudanjiang, Heilongjiang 157012)

Abstract: Taking Escherichia coli and Agrobacterium were studied, in which included Chitinase gene as materials the

effect of bacterial concentration on Polymerase chain reaction. The results showed that the band would appear when the

bacterial OD value increased to 0.006 and then took it as the template for PCR by electrophoresis, meanwhile, the

electrophoresis bands became more and more brighter with increasing of the OD value; When the OD value was between

0. 200 to 0. 700; The electrophoresis bands were quiet clear; The ingredients in the liquid of I.B medium failed to effect on

DNA template,and the bacterial DNA could be amplified as normal as usual.
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