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Table 1 Sequences analysis of the SCoT transcripts derived fragments

No. GenBank % 35%5 SCOT 514731 (5'-3") AHAAEE AL/ %
1 NP_001234228. 1 ACCATGGCTACCACCGGC eIV AR 79
2 BAJ91175. 1 ACCATGGCTACCACCGGC o3 TN 96
3 XP_002269110. 2 ACCATGGCTACCACCGTC A R R L T 78
4 ADV58936. 1 ACAATGGCTACCACCATC K E LG E AT 83
5 XP_003571686. 1 ACAATGGCTACCACCATC THUERN RS R 97
6 ACP30609. 1 CAACAATGGCTACCACGT FOYUREA 95
7 NP_001147638. 1 CCATGGCTACCACCGGCC Kb 5 T HAP3 76
8 T AAGCAATGGCTACCACCA KAEH 0
9 ADP20179. 1 ACCATGGCTACCACCGCA FH T R4 IR R 98

10 XP_002270299. 1 ACAATGCTACCACCATCC G R NGHE b e oA 85

11 AEX55235. 1 ACAATGCTACCACCATCC KGN 1 70 94
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SCoT differential expression of cold resistance related genes in

Dendrobium officinale under low temperature stress
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( Nurturing Station for the State Key Laboratory of Subtropical Silviculture, Zhejiang Provinical Strategic Allance for
Technical Innovation in Industry of Dendrobium officinale Zhejiang Agricultural and Forestry University, Lin'an 311300, China)

[ Abstract |
ture, the high cold resistance germplasms were used for constructing the RNA pools.
c¢DNA pools transcribed from the RNA pools.

primers, and were sorted out, cloned, sequenced and analyzed. The results showed that cDNA pools with SCoT markers could be used

In order to study the molecule mechanism of the differential expression in Dendrobium officinale under low tempera-
SCoT markers were used to analyze the different
11 transcripts derived fragments from 500 ¢cDNA amplified bands were amplified by 64
for differential display in D. officinale under low temperature stress. Sequence analysis indicated that the transcripts derived fragments
were significantly homologous in nucleotide sequence with membrane-associated proteins, osmotic regulation protein, CBF transcription-
al factor, resistance protein. One left gene segments functions were still unknown, which may be related to the cold resistant gene ex-
pression in D. officinale.

Dendrobium officinale ; cold resistance; SCoT; cold resistance gene; differential expression
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