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Cloning and Identification of MicroRNA from Bovine Alveolar Macrophage
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Abstract: MicroRNAs (miRNAs) are a class of non-coding single-stranded RNA that play vital
roles in many biological processes by regulating the expression of genes. To study the antibacteri-
al mechanism of microRNAs in bovine alveolar macrophage, a ¢cDNA library of microRNAs was
constructed. By sequencing, 22 microRNAs have been screened in 438 clones. There are 19 mi-
croRNAs which have not been reported in miRBase, and 8 of them were sequence homology with
human and rat. They are respectively named Bta-miR-141, Bta-miR-187, Bta-miR-191, Bta-miR-
448, Bta-miR-589, Bta-miR-873, Bta-miR-463 and Bta-miR-562 by the rules. 11 others have not
been found in any miRBase and should be further studied.
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Table 1 Novel miRNAs identified from the bovine alveolar macrophage
MicroRNA Fr 31 o MHERE e e wIALE AR fE
Sequence(5-3") Size/nt Strand ~ Chromosome Start End
Bta-miR-21 UAGCUUAUCAGACUGAUGUUG 21 + Chr19. 19 199671 199691
Bta-miR-21a UAGCUUAUCAGACUGAUGUUGA 22 + Chr19. 19 199671 199692
Bta-miR-21b UAGCUUAUCAGACUGAUGUUGAC 23 + Chr19. 19 199671 199693
Bta-miR-141 UAACACUGUCUGGUAAAGAUGG 22 — Chr5. 149 540408 540429
Bta-miR-187 UCGUGUCUUGUGUUGCAGCCG 21 + Chr24. 31 370771 370791
Bta-miR-191 CAACGGAAUCCCAAAAGCAGCU 22 — Chr22. 85 141348 141369
Bta-miR-448 UUGCAUAUGUAGGAUGUCCCAU 22 + ChX 91494 91515
Bta-miR-589 GAACCACGUCUGCUCUGUG 19 + Chr8. 146 42807 42825
Bta-miR-873 GCAGGAACUUGUGAGUCUCCU 21 — Chrb. 46 343175 343195
Bta-miR-463 UGAUAGACACCAUAUAAGGUAG 22 + Chr9. 107 342337 342356
Bta-miR-562 AAAGUAGCUGUACCAUUUG 19 + Chr4. 105 180156 180174
AM-B172 GGAGGAUCUUGAAAUUCUUGA 21 + Chrl. 6 325496 325516
— Chrb. 89 107825 107849
AM-104 GGAGACCGGGGUUCGAUUCCCCGAC 25 - Chrd. 161 370932 370956
— Chr3. 161 424221 424245
— Chr3. 49 582334 582358
— ChrUn. 96184 34 58
AM-B-156 UUGCGCGCCUGCUGCCUUCCUUGGA 25 + ChrUn. 93227 251 275
+ ChrUn. 92162 258 282
4+ ChrUn. 96035 121 140
AM-77 CCACCAGAGUUUCCUCUGGC 20 + ChrUn. 96002 109 128
+ ChrUn. 93596 16 35
+ Chr25.17 487679 487694
AM-B-232 GACGCACCUGCAGGAUCUU 19 + Chr9. 100 85012 850138
4+ ChrUn. 1868 63673 63688
+ ChrUn. 97851 73 89
AM-68 UCUGGACCGCUACGGACCUC 20
+ ChrUn. 96002 93 109
AM-18 UUUGGGGCACCAGCACCUCU 20 + Chr7. 61 54969 54984
AM-78 ACCGGGAAACGAACCCGGGC 20 — Chr4. 34 614071 614090
AM-35 UAUCGGGUCCCAACAGC 17 + ChrUn. 7694 31843 31857
AM-113 GCCUACUCGUCAGGGCA 17 + Chr3. 87 1045909 1045923
AM-90 GUCAAGAUAUUCAUUG 16 — Chrl9. 87 145920 145935
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