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Abstract: Recombinant plasmids pMDI18-T-CBH [[ and pW425t, prokaryotic expression shuttle
vector between E. coli and Lactobacillus, were digested with Smal and Sphl enzymes respective-
ly. The purified CBH ]| gene was subcloned into the expression vector pW425t. Thus, the re-
combinant pW425t-CBH ][I was constructed, and then was transformed into the competence thyA
gene-mutant Lactobacillus DOMLaS107. Treated lysates of bacterium were loaded directly on
SDS-PAGE, and approximately 49.6 kD protein was observed, and recombinant Lactobacillus
can produced clear hydrolysis halos on the Congo-Red-CMC plate.
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