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Molecular Evolution Analysis for gp85 Gene of Subgroup J-Avian Leukosis
Viruses Strains from Hyline Egg-type Chickens in Different Areas
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Abstract ;: By the homology analysis for gp85 genes of 5 strains of ALV-] isolated from Hyline lay-
ing hens, the molecular evolution of ALV-] was studied in the present study. The 5 strains of
ALV-] were obtained from Beijing, Shanxi and Shandong. The gp85 genes were cloned by PCR
and the sequence was measured and compared with 14 published reference ALV-] strains. The
homology analysis showed that the 5 isolated strains of ALV-] shared 96. 6% (96. 4%-96. 8%)
and 89. 6% (89.3%-89.9%) homology with the HPRS-103 strain isolated from white meat-type
broiler and SDO71.K1 strain isolated from egg-type chickens. The homology of the 5 strains was
exceeded 98.1% (98.1%-100%). The result indicated that ALV-] strains from Hyline egg-type
chickens may have the same origin, the white meat-type broiler chickens imported abroad.
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Fig. 1 The PCR results of ALV-]J gp85 detection
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