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Abstract: To observe mitochondrial distribution and mitochondrial DNA copy number changes in
porcine oocytes at different periods during in vitro maturation. Mito-Tracker Green and real-time
Quantitative PCR were used to respectively detect the mitochondrial distribution and mitochondri-
al DNA copy number in porcine oocytes. The results showed that the mitochondrial distribution
was gradually translocated from the cortex to the perinuclear area of oocytes, and then spread in
the cytoplasm thoroughly, and mitochondrial clusters became larger, stain became deeper. Mito-
chondrial DNA copy number of 0, 11, 22 h were (2 519. 524940. 39), (3 421. 47+£345.71),
(9 747.58+1 928. 24), respectively, and there was no significant difference (P>>0. 05) among
them. Mitochondrial DNA copy number of 33 h was (39 913.61+1 180. 26), which was signifi-
cantly higher than those of 0,11,22 h (P<C0. 05). Mitochondrial DNA copy number of 44 h was
(130 074.30£78 119.45), which was significantly higher than that of 33 h (P<C0. 05). In con-
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clusion, as the oocyte maturation process forward, mitochondrial activity enhanced and mitochon-

drial DNA copy number increased.

Key words: porcine oocyte; in vitro maturation; mitochondrial distribution; mitochondrial DNA copy number
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The figures in the first row are the bright-field photographes in microscope, the figures in the second row are the corre-

sponding fiuorescent photographes
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Fig. 1 Distribution of oocyte mitochondria in different periods of maturity (400X )
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Fig. 2 The PCR results of ND1 gene by 2% agarose gel
electrophoresis
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Fig. 3 Standard curve for mtDNA copy number analysis
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