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Abstract: Some suspected haemangiomas type of avian leukosis samples were got from one Hyline
brown chinken farm in Shandong Province. Six subgroup ] avian leukosis viruses (ALV-]) were
isolated and identified, among those were strains two virus strains were isolated from parent and
grandparent breeding chickens respectively, the other four strains from commercial chickens. The
gp85 gene of all the six ALV-] strains were amplified by PCR with a pair of specific primers de-
signed according to the HPRS103 strain. The analysis of sequence of gp85 gene by DNAstar soft-
ware showed that Commercial strains 03, 04 and 06 were in the same embranchment with
Prent02, the rate of homology was between 97. 2% and 97. 9%, the rate of homology with
HPRS103 was between 94. 7% and 95. 2% ; Commercial 05 strain and Grandparent 01 strain were
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in the same embranchment, the rate of homology with HPRS103 is 98. 3%. The rate among four

commercial strains is 95. 0%-99. 9%. All above implied that ALV-J infected in egg-type groups

partially comes from grandparent breeding chickens or parent breeding chickens through vertical

transmission, or from other resources through horizon transmission. The isolation of the six

strains from grandparent, patent and commercial layers is the first reported in China, and it lays

a good foundation for the research about gene mutation and tumarigenic mechanism.
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A. Tumor cells in liver ; B. Abundant myelocytes in

bone marrow; C. Myelocytes hyperplasia in spleen; D.

Myelocytes cells in kidney
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Fig. 1  Pathological section of liver of ALV infected
chickens (400X )
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A-C. Special fluorescence signals appeared seven days af-

ter DF-1 cells infected with grandparent, parent and
commercial viruses; D. The normal DF-1 cells had no
fluorescent signals
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Fig. 2 The identification results by IFA (100X )
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Fig. 3 Phylogenctic tree of gp85 nucleotide sequence of
ALYV isolates and reference strains
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Fig. 4 Homologous comparisons of the gp85 nucleotide acid sequence of isolated with other reference chicken ALV

strains of different subgroups
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