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Abstract: Objective To explore the relationship between of the promoter hepomethylation of uPA gene and in-
vasion and metastasis of nasopharyngeal cancer. Methods Methylation-specific polymerase chain reaction (PCR)
and reverse transcription PCR techniques were used to determine the promoter methylation status and mRNA
expression of uPA gene in nasopharyngeal cancer and chronic inflammation tissue in pharynxnasalis. Results
Hepomethylation of uPA gene promoter was found in 51 of 58 nasopharyngeal cancer samples. Hepermethyla-
tion of uPA gene promoter was found in the other seven nasopharyngeal cancer tissues. Hepermethylation of
uPA gene promoter was found in all chronic inflammation tissue of pharynx nasalis. Over-expression of uPA
mRNA was found in nasopharyngeal carcinoma tissues which promoter hepomethylation. Weak or no expression
of uPA mRNA was found in nasopharyngeal carcinoma which promoter hepermethylation cance and chronic in-
flammation tissue in pharynx nasalis. Conclusion Over-expression of uPA gene is relate to promoter hepometh-
ylation in nasopharyngeal cancer tissues. Promoter hepomethylation of uPA gene possiblely concerned with inva-
sion and metastasis of nasopharyngeal cancer.
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U M 8] M U

600 bp
500 bp

400 bp
300 bp

200 bp

100 bp

T Nasopharyngeal cancer; CN; chronic inflammation tissue in
pharynx nasalis; M : Methylation strap; U: Unmethylation strap
B1 BHEREFEIESEREAAS wPA BFEBPENLBIKE
Figure 1 Methylation status of uPA gene in human nasopharyn-

geal cancer and chronic inflammation tissue in pharynx nasalis
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RT-PCR Z5 8 .75 : 51 ] uPA & AL H K1k
() E5 T 98 2 41 b uPA mRNA ¥ B %3k (0. 5126
£0.1362) ;7 ] uPA K& Py B3 AL Y S5 0 i 28 21
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Marker T1 T2 T3 T4 T5 CN CN CN CN

600 bp
500 bp
400 bp
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200 bp
100 bp

T1,T2,T3:Nasopharyngeal cancer with lymph node metas-
tasis; T4, T5: Nasopharyngeal cancer without lymph node
metastasis ; CN; chronic inflammation tissue in pharynx nasa-
lis. Over-expression of uPA mRNA was found in nasopha-
ryngeal carcinoma tissues which promoter hepomethylation.
Weak or no expression of uPA mRNA was found in naso-
pharyngeal carcinoma which promoter hepermethylation
cance and chronic inflammation tissue in pharynx nasalis.
Amplified product of uPA mRNA was 215 bp

B2 BEERBFEEESEREHL S uPA mRNA RiLEKE
Figure 2 Expression of uPA mRNA in human nasopharynge-

al cancer and chronic inflammation tissue in pharynx nasalis



BRI BITR 2012 555 39 558 6

* 693 -

Marker T1 T2 T3 T4 T5 CN CN CN CN

600 bp
500 bp
400 bp
300 bp
200 bp

100 bp

T1,T2,T3: Nasopharyngeal cancer with lymph node metas-
tasis; T4, T5: Nasopharyngeal cancer without lymph node
metastasis. CN:chronic inflammation tissue in pharynx nasa-
lis. Amplified product of g-actin mRNA was 190 bp

3 BREREEIIZEREHLF pactin mRNA FikmEikE
Figure 3 Expression of f-actin mRNA in human nasopharyn-

geal cancer and chronic inflammation tissue in pharynx nasalis
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