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Abstract: Objective To investigate the relations between the expression of the erccl and rrml genes in
invasive non-hodgkins lymphoma and the clinical features and prognosis. Methods The Tagman RT -
PCR method was used to detect the expressions of rrml and erccl genes existed in the invasive non-
hodgkin's lymphoma from 65 cases patients’ tumor tissues. Then the y° test, Fisher s precise inspection,
Kaplan-Meier survival analysis methods were performed to analyze the relationships between the clinical
features of patients,PFS and OS, Results (1) The high expression of erccl gene was only appeared in
the invasive non-hodgkins lymphoma patients, the incidence was 18% . mainly expressed in T lympho-
blastoid cells and peripheral T cells; the high expression of rrm1 gene was appeared both in the aggres-
sive B-and T-cell lymphoma,and much higher in the B cells (8/31 ws. 2/33,P=0. 044). (2) The high ex-
pression of ercc 1 gene and rrm 1 gene in the invasive non-hodgkin's lymphoma patients were concerned
with shorter progression-free survival (* =4. 323, P =0. 038) and overall survival time (;* =5.728,P =
0.017). Conclusion (1) This study prompts that the aggressive lymphoma is sensitive to platinum and
gemcitabine. (2) The expressions of erccl and rrml are significant to the aggressive non-Hodgkin's lym-
phoma’s prognosis and forecast.
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Table 1 The expression of erccl and rrml in DLBCL and T-
cell lymphoma

erccl’s expression rrml’s expression

Bt

. " W Loy Wb Lo

DLECL R 0 » § 24 0.04
T-cell lymphoma 33 6 27 0.024 2 31 0. 044

Note: DLBCL: diffuse large B-cell lymphoma
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Table 2 The correlation of erccl gene and the clinical features

and effect of T-cell lymphoma with clinical pathologic factors

Clinical ~ erccl high erccl low rrml high  rrm1 low

features  expression expression exXpression expression

Gender 1..000 0. 477
Male 4 20) 1 23
Female 2 7 1 8

Age(years) 0. 464 1. 000
<60 5 25 2 28
>60 1 2 0 3

Stage 0.375 (. 489
-1 2 16 2 16
[I-IV 4 11 () 15

LDH 0.398 1. 000
Normal 2 15 1 16
Elevate 4 12 1 15

ECOG 1. 000 1,000
(-1 6 24 2 28
>2 () 3 () 3

Node involvement outside 0.295 1,000
0-1 4 23 2 25
>2 2 4 () 6

Curative effect 0.616 1,000
CR+PR 2 6 0 8
SD+PD 4 21 2 23

Note: CR:complete response; PR partial response; SD: stable disease; PD: pro-
gress disease; the Fisher 's exact probability method for P value
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Table 3 The correlation of rrml and the clinical feactures

and effect of B cell lyphoma with clinical pathologic factors

Clinical features n  rrmlhigh expression P
Gender
Male 15 2
Female 17 6 0.229
Age(years)
<60 17
=60 15 4 1. 000
Stage
-1 10
M-IV 22 4 0.218
LDH
Normal 10 3
Elevate 22 5 0. 681
ECOG
0-1 27 6
=2 5 2 1.578
Node involvement outside
0-2 27 6
=2 5 2 0. 556
Curative effect
CR+PR 8 24
SD+PD 0 0 -
Note: the Fisher ‘s exact probability method for P value;“ = ”:insig-
nificance
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Figure 1  Diagram diffuse large B cell lymphoma patients
rrml gene overal survival(OS) (A)and progression-free surviv-
al(PFS) (B)
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Figure 2 erccl,rrml expression and T cell lymphoma prognosis
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