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W R SET LR, GER (1) I SIRJEEARE IFNy rs2430561 175 AATA/TT FEPRIEUR 518
0.060/0.380/0.560 #1 0.000/0.310/0.690, A/T 45 3k KI5 533l >4 0.250/0.750 1 0.155/0.845, 1 ik ik P Y
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[Abstract] Objection To investigate the distribution of IFNy gene in rs2430561 polymorphism between
Dai and Hani minority population in Xishuangbanna district ,Yunnan province. Methods Matrix-Assisted Laser
Desorption/lonization Time of Flight Mass Spectrometry was used to study the genotypes and allele frequencies
distributions of IFNy gene in rs2430561 polymorphism in Dai and Hani minority population. Results The
genotype and allele frequencies of rs2430561 polymorphisms had statistical difference between Dai and Hani
minority population (;?=8.128 and 5.588, P=0.014 and 0.025). Conclusion The genotypes and allele frequencies

distribution of IFNy gene in rs2430561 polymorphism is different in different national and ethnic populations.
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2. MALDI-TOF-MS EARK Ml IFNy rs2430561 47 i
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DP1801) #EHUIE[XZ] DNA 1EARiM . 1564 PCR
1, SIS N Pl: 5-ACGTTGGATGGATAGTT
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CATTCACAATTGATT-3', ¥ Wik R 45| Wk E
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1 ARFEEFAEE IFNy rs2430561 47 p 3 K 8 55 26 7 5 R Lb A
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A e AA TA T P! Pl A T P} Pl
e 100 6(6.0) 38(38.0) 56(56.0) 50(25.0) 150(75.0)
N 8.128 0.014 5.588 0.025
[EIEVR 100 0(0.0) 31(31.0) 69(69.0) 31(15.5) 169(84.5)
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0.1 umol/L, HotStar Taq 1 U, dNTP & 4 0.5 pmol/L,
MgCl, %% 4 1.625 mmol/L, DNA #i#% 10 ng. PCR
SN 44% 0 94 °C 15 min; 94 ‘C 20s, 56 C 30s,
72 °C 1 min, 45 AME; 72 CEM 3 min. BEJEHH
B S P EAT SAP 2lidk JE AT IEAM SN, SEAH S|4
b P3: 5- CCCTCTTACAACACAAAATCAAATC-3,
oA g i v 514 0.84 mol/L, iPlex il 1 U, KN 4AF
) 94°C 30s; 94°C 55, 52°C 55, 40 MEHL; 80 C
55, 5 MG 72 CREM 3 min. [N 45 o Jo BN GE A
RN = iR et 705 B SR, MassARRAY
Analyzer JFTEERS I AH A A5 1) 25 R Y
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1. IFNy rs2430561 o7 g AT IS E] B ddn il - fe e A
BEAA. AT FILTT JERIRISARH, s e AR
Kotk TA R0 TT JEFEAL. 28 /2 K56 7 25 g AR RE R
RIS A7 475 4 Hardy-Weinberg T4 (P>0.05) ,
FEARBATENE, 4 1.
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TEARK HY AA BP0 TT BEDRIBUAN T &5 7 B A i 2%
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LI, WITRW] TT A RiEIE N AL, AA MK
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993 (R AH DS PRI 7 A7 B T FRAT 1IN L0 B Sk 2 S 1) IR
o 2 M PR AN E— A2 RO R X, T
PRIABEREIR . ACIH AN DL S RO S 8RN SCAR I 22
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B S FRE o AR G 1 AR TR 45 4 55 30 DA UL
X o FRATTIIAIF T LA I R JE 5 A R A 25 i 2 ol
BTN S, Mo Tt = mEililT IFNy
rs2430561 {7 il 2 AR 70 A I rs2430561 47 ki %
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B, MR NBEARK L AA FERIY, A Sy R
A%, 1K 15.5%, i TT FEDRRAN T 25407 3 AR £
1, 90l 69.9%A11 84.5%. ANy, AN JE ik N
rs2430561 A7 pi JE DA R 55 SR FE DA Ay A SR ot
WP ARE CPEYT RGN, shE AP, g AR g
HIP NGNS =R N 115k s RPN IS 1 1O PN 2
CERFIAYL pagey NBRE ANPD | JE A (e
PEANTR g g A sl A (EEARAL mig
A B B RE (P #)<0.01) o XU S
AT R SR8 AN ) N AR i e 95 By e e [ 1) T 22
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