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[Abstract] Objective To evaluate the effect and mechanism of N-Myc downstream-regulated gene 1
(NDRG1) on invasion and migration of pancreatic cancer cells. Methods pcDNA3.0-NDRG1 and pcDNA3.0
were transfected into SW1990 cells through lipofectamine and positive clones were screened by G418. RT-PCR
and Western blot were performed to identify mRNA and protein expressions of NDRG1 in SW1990 cells
respectively. The expressions of MMP-9 and VEGEF in positive clones were detected by RT-PCR and Western blot.
The cell invasion and migrating ability were detected by transwell migration assay and wound healing assay.

Results The mRNA levels of NDRG1, MMP-9 and VEGF in N17 clone , pcDNA3.0 transfected and empty
nutrient fluid groups were: NDRG1 0.53 + 0.25, 0.26 + 0.11, 0.25 + 0.13; MMP-9 0.33 + 0.18, 0.71 + 0.45, 0.76 +

0.42; VEGF 0.27 + 0.16, 0.68 + 0.36, 0.69 + 0.38, respectively. Accordingly, protein levels were: NDRG1 0.27 +
0.13,0.11 + 0.04, 0.12 + 0.06; MMP-9 0.12 + 0.04, 0.38 + 0.15, 0.36 + 0.14; VEGF 0.15 +0.08, 0.39 + 0.21, 0.40
+ 0.25, respectively. Results showed that both mRNA and protein levels of NDRG1 were significantly increased in
positive clone of N17, however the expressions of mRNA and protein of MMP-9 and VEGF were significantly
decreased in N17 clone group, compared with the other two groups(P<0.01). The cells that invaded through the
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basement membrane filter in N17 clone, pcDNA3.0 transfected and control groups were 31.27 +11.54, 58.93 +
17.23, 60.26 + 19.38. Cell migration was significantly decreased in N17 clone group, compared with other two

groups(P < 0.01). Distance of cell migrating in N17 clone , pcDNA3.0 transfected and control groups were 51.35
+18.24, 120.68 + 42.97, 124.54 + 51.66. The distance of cell migrating was significantly decreased in N17 clone

group, compared with the other two groups(P<0.01). Conclusion Upregulation of NDRG1 expression significant
reduced invasion and migrating ability of SW1990 cells, which might be due to the downregulation of the MMP-9

and VEGF expressions in the SW1990 cells.
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