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Abstract: This study aimed to investigate the effect of probiotic Lactobacillus rhamnosus 1.G, (L.
rhamnosus L.G,) on the g-defensin 9 (AvBD9) expression in cultured chicken small intestinal epi-
thelial cells. L. rhamnosus .G, was selected to examine the time-and dose-response of AvBD9
gene expression upon stimulation of chicken intestinal small epithelial cells with L. rhamnosus
LG,. The AvBD9 mRNA expression was determined by fluorescence quantitative PCR (FQ-
PCR). The results showed that AvBD9 expression was upregulated by stimulation of L. rham-
nosus LG, at different concentrations (2 X 10°, 2X10°, 2X 10" cfu » mL™'), and expression
difference was observed between treatments at three bacterial concentrations. Heat-inactivated L.
rhamnosus 1.G,also stimulated the expression of AvBD9, and showed stronger induction response
than live bacteria (P<Z0.05). The L. rhamnosus LG, promoted AvBD9 mRNA transcription in
time-dependent manner. The AvBD9 mRNA expression peaked at 12 h of incubation upon treat-
ment of epithelial cells with lactobacillus. AvBD9 peptide was detected by Western blot in the su-
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pernatants of cultured epithelial cells treated with L. rhamnosus LG, , indicating that AvBD9

peptide releases into extracellular medium and exerts its biological actions. Probiotic L. rhamno-

sus LG, stimulates AvBD9 expression in the epithelial cells of chicken small intestine during lac-

tobacillus-epithelial cell interaction. This study reveals the new possible functional mechanism by

which the probiotic Lactobacilli exert their beneficial effects to the host through the antimicrobial

peptide expression in the small intestinal epithelium.
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Fig. 2 Effects of live and heat-inactivated L. rhamnosus
LG, on AvBD9 mRNA expression in cultured

chicken small intestinal epithelial cells
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