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Abstract: The aim of the current study was to investigate the genetic polymorphisms of Echino-
coccus granulosus obtained from sheep in Qinghai Province, and provide the foundational data for
prevention and control of echinococcus disease. The complete mitochondrial DNA 12S genes of 42
isolates(33 were from liver and 9 were from lung) were sequenced, and phylogenetic analyses
were conducted using neighbor-joining tree-building methods. There were five haplotypes (H; to
H;) detected among the samples, and H; was the main type. Phylogenetic analysis supported
these observations. The haplotype diversity (H) and nucleotide diversity (Pi) were 0. 418 and
0.000 66, respectively. It was demonstrated that the genetic homology of these isolates with the
12S gene of E. granulosus G1 genotype(AF297617)was over 99. 86 %. All 42 samples were iden-
tified as E. granulosus sensu stricto (G1-G3 clusters). In this study,genotypes H, to H, has not
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been identified elsewhere.
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Table 1 Information of 12S gene sequences of different Echinococcus cestodes
Tl (B 24 B Hh A 5 & BT %%
Specie (Genotype) Geographical position Host Database accession No. Reference
E. granulosus(G1/#3 38 | 7wt AF297617 Le et al. (2002)0"
E. granulosus(G4/Ty¥k) W [ i AF346403 Le et al. (2002)%
E. granulosus(G5/4#k) i A A2 7 AB235846 NAKAO et al. (2007)0]
E. granulosus(G6 /3% B¢ #k) I 5% v r 10 9% g AB208063 NAKAO et al. (2007)"]
E. granulosus(G7/¥#) W2 ¥ AB235847 NAKAO et al. (2007)"
E. granulosus(G8/JE#E) % H J6 3% B R (BE D AB235848 NAKAO et al. (2007)¢]
E. multicularis H 7 1 BT (B D AB018440 NAKAO et al. (2002)7
E.oligarthrus mELD D=V AB208545 NAKAO et al. (2007)0]
E. shiquicus [ R A AB208064 NAKAO et al. (2007)"%]
E. vogeli FHE H T Pyl AB297617 NAKAO et al. (2007)0]

T2 BAMAKBEERER G1~G3 BMEY RSEFFFIEE

Table 2 Information of 12S gene sequences of different continents Echinococcus granulosus G1 to G3 genetic cluster

il 44 % b 2 A7 5 i Bty J7 304 BE /bp %%
Specie Geographical position  Host Database accession No. Sequence length Reference
E. g GI-G3 o [ A iR JN981087~JN981128 700 This study
GQ856705~GQ856709,
E. g Gl B EIES GQ856714~GQ856717, 259 Nejad, M. et al. (2009)
GQ913678~GQI13681,GQY13683
GQ856699~GQ856704,
E. g Gl R ITES GQY13682, 259 Nejad, M. et al. (2009)
GQY13684~GQY13687
E. g Gl iy 4 GQ856694~GQ856698 259 Nejad, M. et al. (2009)
E. g Gl B I% g GQ856710~GQ856713 259 Nejad, M. et al. (2009)
E. g Gl i RS GQ168814 700 Pan,D. et al. (2009)
E. g Gl I B 5 37 30 EiES DQ408422 313 Trachsel,D. (2009)
E. g Gl BRA #E FJ608716,FJ608741~FJ608744 282 Gabrielli, S. et al. (2009)
E. g Gl =R 4 FJ608747 307 Gabrielli, S, et al. (2009)
E. g Gl Ly EIES AY462129 317 Dinkel, A. et al. (2004)
E. g Gl Bk PNl AB024515 313 Yagi, K. et al. (2008)
E. g Gl I FF * HM988991 201 Omer,R. A. et al. (2010)
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Fig. 1 NJ phylogenetic tree of complete mitochondrial E. granulosus 12S sequence
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