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E1 $%ZEBEE DNA MRIBHYDEEFT
Fig. 1 Ferritin gene from Boophilus microplus-cDNA and deduced amino acid sequence.
HEZR 3 0 BRI 25 D0 IH( IRE) , R 2k &8 0- ¥ il PCR 51402 M)y %1

broken line indicates the putative iron responsive element( IRE) in 5" UTR. T he underline indicates

the nucleotides used for PCR amplification
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Fig. 2 Multiple sequence alignment of B. microplus ferritin tick ferritins with ferritins from different species
Boophilus Tl 7> 1= W ( A5 ) |, Dermacentor 48 5 4588, Ornithodoros B 1M, Ixodes JF #1 #li 25 48, Saiksom e HE 55 05155 7],

Drosophiler HEi . JTHE T 43 M0 8K 00 i o0 85 8 1 £
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Boophilus Boop hilus microplus used in this work; Dermacentor- American dog tick Dermacentor variabilis({ AF467696) ; Or-
nithodorossoft tick Ornithodoros moubata( AF0682255) ; Ixodes castor bean tick Ixodes ricinus( AF068224) ; Saitsoma great
pond snail soma ferritin Lymnaea stagnalis(von Darl et al, 2003) ; Drosophiler fruit fly Drosophila melanogaster ( AE003491) ;

The frames indicate conserved residues of ferroxidase center in vertebrate heavy chain ferritins.

conserved residues of these ferritins.
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Fig.3 RT-PCR analysis of B. microplus ferritin cDNA
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1] cDNA; 3. FL4LFRL DNA
M. DNA markers; 1,2.4,5,.6. ¢cDNA of
eggs, larvas, engorgement female adult, male adult ticks,

rabbit leukocytes; 3. recombinant plasmid DNA
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The points indicate the parts of different amino acids
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Molecular Cloning and Analysis of Ferritin of Boophilus Microplus

BAI Xia"“?, ZHOU Jirrlin'" , CHENG Tiarryin®>, ZHOU Yong zhi', LIU Y
(1. Shanghai Institute of A nimal Parasitology, Chinese Academy of Agricultural Sciences, Shanghai
200232; 2. Department of Animal Technology, Hunan Agricultural University, Changsha 410128)

Abstract: A gene encoding ferritin was isolated and cloned from B. microplus. The ¢cDNA is composed of 642
nucleotides and encoding 172 amino- acid residues, the encoding region is between 123bp to 639bp, the deduced
mass is 19.9ku and isoelectric point is 4. 24. The deduced amino-acid sequence shows 93.60%, 88.37% and
83.72% similarities with the ferritin from tick Dermacentor variabilis, Ixoded ricinus, and Ornithodoros
moubata respectively. The stem-loop structure of a putative iron responsive element is found in the 5-untranslat-
ed region of ferritin mRNA. The protein contains the conserved motifs for ferroxidase center. RT-PCR analysis
suggests the ferritins are expressed in the eggs, larvas, fed female adult, engorgement female adult and male adult
ticks of B. microplus.

Key words: Boophilus microplus; ferritin; ¢cDNA cloning; RT-PCR
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