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Abstract: In December 2011, bubbling, mosaic leaves and noticeable chlorosis of fruits were observed on
field-grown pepper plants in Xiang’an district of Xiamen city. To identify the pathogen, six symptomatic plants
were tested by ELISA using specific antibodies of Tobacco mild green mosaic virus (TMGMV ) , Pepper mild
mottle virus (PMMoV ) and other viruses infecting pepper. Extracts from all these plants tested positive for
TMGMYV and PMMoV. To confirm positive results, total RNAs from six symptomatic plants were analyzed by
reverse transcription (RT)-PCR with primers designed to specifically amplify the coat protein (CP) gene of
TMGMYV and PMMoV. The 524 bp TMGMV-CP specific DNA fragment was amplified from all samples and ex-
pected PMMoV-CP fragment was amplified from three samples. RT-PCR products of TMGMV-CP were purified
and directly sequenced. The obtained CP gene consisted of 480 nucleotides and encodes a putative protein of 159
amino acid residues, sharing identities of 97.9% to 99.8% and 97.5% to 100% at the nucleotide and amino acid
level with other TMGMYV isolates, respectively. Phylogenetic analysis based on CP nucleotide sequence showed
no apparent host or region relationship existed in TMGMYV isolates. To our knowledge, this is the first report of
TMGMYV identified in China.
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6 PRHHURN BE (405 XMS1-XMS6) 2K F JH 1]
WX, T —80C vKAf R A7, 2 JIAE M- 25
( Cucumber mosaic virus, CMV ) \ 5432 X JK5 3
( Potato virus X, PVX) 5422 Y J% 7% ( Potato vi-
rus Y, PVY) JHEL 1l 2008 B ( Tobacco etch virus,
TEV) | i % {6 i 9% 5 ( Tobacco mosaic virus,
TMV) . 7& il 46 M 9% 8 ( Tomato mosaic virus,
ToMV) | 4l B 38 BE 9% B ( Tobacco ringspot virus,
TRSV) T BEZE 0K 7% ( Tomato spotted wilt virus,
TSWV) | H 18 £ M 95 7 ( Alfalfa mosaic virus,
AMV) BARERBE BN % ( Pepper mild mottle virus
PMMoV ) il Potyvirus group 14 & BH 4 %F B& Ity
Agdia /A F] , % 5 ZEE B ( Broad bean wilt virus,
BBWYV) Fl1% fili & 2% 25 ( Tomato blackring virus,
TBRV) 14 K FHPEXT BRI [ 224524 W], TMGMV
ok K PH X B DSMZ /A F]; Transcriptor
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Tag DNA RA BN A 49 T8 (KiE) ARA
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Fig. 1
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CAACAATAG-3'), PMMoV Y & il % Al Xia
Pk,

B 6 uL B RNA FI 1 uL FHE51# (20 wmol/
L) 47 s %5k, HU1 ul ¢cDNA 17 PCR #73
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RT-PCR amplification of TMGMV (A) and PMMoV (B) from diseased pepper plants

M: 100 bp DNA ladder; Lane 1-6; XMS1, XMS2, XMS3, XMS4, XMS5, XMS6; Lane 7; Negative control.
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TMGMV 7 B4 753 L3
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TOM M SERR 7 5 R IR f 1 (98.1% ) , —# 1F
%27 (M (L/P) 78 i (D/A) F1 144 1 (G/S) &,
R ER (B 2),

XMS6 MPYTINSPSQFVYLSSAYADPVQLINLCTNALGNQFQTQQ 40
HP  mmm e 40
e 40
TOB mmmm e 40
TOM @ = p--—-———-——-——- 40
XMS6 ARTTVQQQFADAWKPVPSMTVRFPASDFYVYRYNSTLDPL 80
HP  mmmmmmmmmmm Tmmmmmm e 80
J e T mmmm e 80
TOB ~  mmmmmmmmmmm e I-—- 80
TOM ~  mmmm e A-- 80
XMS6 ITALLNSEFDTRNRITEVDNQPAPNTTEIVNATQRVDDATV 120
121 T 120
S T 120
TOB ~ mmmmmmmmmm— oo Hemmmmmmm e G---- 120
TOM e e e 120
XMS 6 ATRASTNNLANELVRGTGMFNQAGFETASGLVWTTTPAT 159
111 T 159
T e 159
TOB ~  mmmmmmmmmm e S=mmmmmmm 159
TOM ~  mmmmmmmmmm e Smmmmmmm 159

Fig. 2 Amino acid sequence alignment of CP of XMS6 (JX534224) with TMGMV-HP
(DQ821941), TMGMV-J (AB078435), TMGMV-TOB ( AF103782)
and TMGMV-TOM ( AF103783)

Amino acid changes are shown by letters and identity by bars.
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