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Relationship between Expression of HSP60 and Tumor Lesion of Chickens
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Abstract: The objective of this study is to investigate the relationship between pathological lesion
and transcription, expression and distribution of heat shock protein 60 (HSP60) in kidney of
chickens infected by Marek's disease virus (MDV). Tumor animal model was successfully estab-
lished by infecting 1 day old chickens with MDV. Real-time RT-PCR, histopathological, immu-
nohistochemistrical methods were used to detect the pathological lesion, transcription level, ex-

pression level and distribution of HSP60 in the kidney. After 21 days post-infection (PI), obvi-
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ous pathological damage appeared in the kidneys of chickens infected by MDV. HSP60 was main-
ly distributed in the cytoplasm of the oncocyte and interstitial macrophages in the tumor regions.
Within the course of MD, the contents of HSP60 of effected group were always higher than blank
control group and vaccine control group, which was significantly higher after 28 days, and the
mostly was about 8. 608 and 12. 752 times at the age of 28 days. The tendency changes looked like
a downward parabola, during 7 to 21-day-old, the level of HSP60 mRNA transcription of effected
group was in the rising stage, and then gradually dropped. When 21-day-old the maximum was
came on, which was about 1.222 and 1. 179 times of two control groups. Throughout all stages
the level of transcription was higher than blank control group, and during 14 to 28-day-old was
significantly higher (P<C0.01). The MDYV infection caused resistance to infection and antitumor
response in the progress of MD, the stress related kidney damage resulted in the over-expression
of HSP60 in tumor lesions and surrounding tissues. A corresponding increase came to the mRNA
transcription level of it in kidney tissues. The rapid expression changes of HSP60 was basic con-
sistent with its mRNA transportation level, but not completely linear. And they were closely re-

lated with the onset and progression of tumors, which might be hallmarks to diagnose and deter-

mine the process of tumor caused by MDV.,
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A. Blank control group; B. Vaccinated control group; C. Focal tumor focus through kidney tissue of infected group

when 21-day-old; D. Diffuse tumor focus through kidney tissue of infected group when 28-day-old

E1 BHFEALFHFT (HE, 20X)
Fig. 1

Histopathology assay of kidney tissues (HE,20X )
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A. Blank control group (20 X); B. Vaccinated control group (20 X); C. Focal tumor focus through kidney tissue of

infected group when 21-day-old (40X); D. Diffuse tumor focus through kidney tissue of infected group when 28-

day-old (40X ); E, F. Negative control (40X)
B2 BiEfREAELAUFERN(THC)

Fig. 2 Immunohistochemistry assay of kidney tissues (IHC)
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Table 1 Dynamic changes of HSP60 expression quantity in kidney tissue of different group
H % EEpayiE:| PE 1 0] B bug il
Age Blank Control Group Vaccinated Control Group Effected Group
7 Hi% 7-day-old 7.7104£0. 3397 6.856£5. 245 26.416+10. 297"
14 H % 14-day-old 3.08640. 294" 3.66340. 369 24.15544, 748"
21 Hi#% 21-day-old 6.37940. 513" 7.46740. 576" 31.38448.038™
28 H % 28-day-old 4.4254+0.501% 2.98740. 763 38.090+17. 766"
35 H i 35-day-old 3.1474+0. 203" 2.074£0.478" 27.542+4. 363"
42 H i 42-day-old 3. 44040, 357 3.31840. 4447 22.838+4, 152"
86 H % 86-day-old 5.39641. 383 7.58940. 352% 33.877+16. 812"

* AT /NG PR ] R 28 AR R 3 (P<0. 01D . RS T B R [ 7R 22 57 2.3 (P<<0. 05) , RONF F R AR R ERA R

& &R

The different capital and small letters in the same column stand for significance at 0. 05 and 0. 01 level, and the same capital and

small letters stand for no significance. The same as below
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Fig. 3 Identification of the positive plasmids by PCR
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Fig. 4 Standard curve graph, melt curve graph and PCR Amp/Cycle graph (from left to right) of GAPDH ( previous

line) and HSP60 (next line)
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Table 2 Dynamic changes of HSP60 mRNA transcriptional level in kidney tumors stimulated chickens of different group

H % 25 A IR PE TR A WA
Age Blank Control Group Vaccinated Control Group Effected Group
7 H % 7-day-old 1. 000+0. 0024 0.98740. 057" 1.000=0. 0074
14 H % 14-day-old 1.0200. 0114 0.98140.022% 1.167+0. 029"
21 H# 21-day-old 0.99740. 0224 1. 03340. 005 1.2184+0. 036"
28 H % 28-day-old 1.00240. 007 0.98940. 012" 1.15740. 001"
35 H % 35-day-old 0.99440. 0514 1.01240. 016 1. 08140. 056
42 Hi#% 42-day-old 0.99540. 071 0. 98940, 045 1. 05340, 038"
86 H i 86-day-old 1.01340. 037 1.03240. 0217 1.06540. 058
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