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[(WZE] HMY S miR-29 XF 5 4 iR SMZ 28 01052, 455 miR-29 @it ITGBL 875 B {2 22 A% 5% 1) BAR L
il Jiik B EERS A S SR A A 25 SRR A miRNA R A Y115 8 22 B ITGB1 JR#E4H5¢ miRNA , j8
LG R 2 AN i ) miR-29 5 E—25 L) miR-29 18358 A miR-29 mimics 11721k miR-29 J5 , B} Western blot £l &
P 2 TTGB Y 3RIA 724k s SR SR BESL 55 43 H miR-29 5 ITGB1 94 FIHLHI 5 R ] Transwell 1322 S5 50 K R R 55 5
G miR-29 1855 ¢ L 5 AN 1A S MR ZE RE ) 19728 1L s qRT-PCR A 60 {51] 15 9 £ 2 SR8 L ZURVR 55 4 b miR-29 f 3 3k
25, 91500 miR-29 WRB S5 BE AR EZ B R, 48Rk  EEIE R LEYFE B FHN & miR-29 76 F i
HA R RIS, RN AT REJRFE ITGBL WA R SLINUESE miR-29 A LIZ5-A7E ITGB1 3'UTR, miR-29 1245 5; & miR-29
mimics 133835 miR-29 #RRELEHE /KT F I ITGBI ;qRT-PCR 55l /R miR-29 K% 3 % miRNA 75 B 21 4L i A & i
PUR T2 27 [ miR-29a 9455 (32. 01 = 10.38) , 45 (14. 16 £ 6. 25) ; miR-29b; 45 32 (26. 95 £5.05) , 45 (9. 82 £ 1. 86) ;
miR-29¢ : J#5%(53.56 +8.05) 3 (16.79 +1.97) , P <0.01 | ; #k— 551240 M 22 W, miR-29a 5455 H 5 (P <
0.05) ,miR-29b A BA AL HE RS IR I 8L C/P LU (H AL TCIm AL F e R 1 i B 2L U] AR (P <0.05) . &5 miR-29
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miR-29 functions as an anti-metastatic microRNA in gastric adenocarcinoma by

targeting ITGB1
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[ Abstract | Objective  To investigate the underlying molecular mechanisms of miR-29 regulating
ITGBLI in the invasion and migration of gastric adenocarcinoma. Methods MicroRNA array was used to screen
out miRNAs which were expressed with significant differences in gastric cancer and paracancer tissue.
Bioinformatics was employed to predict the miRNAs related to ITGBI regulation. Gastric cancer cells were
infected by lentiviral vectors or transfected with miR-29 mimics to over-express miR-29. Western blotting was
used to detect the changes of ITGB1 in gastric cancer cells. Dual luciferase assay was adopted to analyze the
mechanism of miR-29 regulating ITGB1. Transwell invasion assay was accomplished to analyze cell invasion
ability. The quantitative real-time polymerase chain reaction (qRT-PCR) was adopted to detect the expression
differences of miR-29 in 60 pairs of gastric cancer tissue and adjacent noncancerous tissues. The relationship
between the expression and clinical pathological data was analyzed. Results ~ MicroRNA array and bioinforma-
tics prediction results supported that miR-29 was in a low expression in gastric carcinoma, and regulated
ITGB1. Dual luciferase assay confirmed that miR-29 was bond to the 3' UTR of ITGB1. Western blotting
suggested that ITGB1 was down-regulated as miR-29 over-expression. The results of qRT-PCR suggested that

the relative expression of miR-29 in gastric cancer tissues was lower than in the adjacent noncancerous tissues

[(E£TB] EZK AR (30900679)
. T
[B51EE] #thW, E-mail; shimingyang@ yahoo. com
[fL5EHAR] http://www. cnki. net/kems/detail/51. 1095. R. 20130326. 0907. 003. html(2013-03-26)



o35 &5 11 B K B Ok ¥ % R
J Third Mil Med Univ

1038 2013 4E6 A 15 H

Vol. 35, No. 11
Jun. 15 2013

(miR-29a; 14.16 £6.25 vs 32.01 £10.38; miR-29b; 9.82 +1.86 vs 26.95 +5.05; miR-29¢; 16.79 +1.97 wvs
53.56 +£8.05, P <0.01). Statistical analysis showed that the expression of miR-29a was closely related with

lymph node metastasis ( P < 0.05). The expression ratio of miR-29b in gastric cancer tissues to adjacent

noncancerous tissues was significantly lower in the tissue with distant metastasis (P <0.05). Conclusion

miR-29 regulates ITGB1 expression at post-transcriptional level, and then suppresses the invasion and metastasis

of gastric adenocarcinoma.
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3 Bk ERAAIM, 2 F3k miR-29 )5, ITGB1 7E 3 #k 15 4 4 il 1) &
TRIKT- L4 W AR, T miR-29 18955 27 3k 338 miR-29 515 24
IR, T 2,

5

1 2 3 4
ITGBI(]SOXIO*)H“ IS—
— MKN-28
B-actin<42x103)ﬁm
ITGB1(150x10°)— —_—— BCC.83
B—a(:tin(42x103)*’u& '8
ITGBl(lSOxlO")H- - 5' - -
— 8 SGC-7901
Bactin(42x10")— . S . - - |
1 2 3 4

ontson) - g e S SN

GAPDH(35x10")— M ————
ITGBI(150x10°)— M s —
. -——

SGC-7901

GAPDH(35x10°)— S ———

A:miR29 mimics i & & miR29 1.2 & sF 82, M M s 8,
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L . TMN 433 0.965 0.345 0.278
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TR MR R R (KR 2) , 45 R B/R miR-29a TEA R E 45 B 0.898 0.681 0.357
RS RR P C/P LU FIG IR B 45 6 35 B B 41 4L i REFBHBE 0.97£0.40 0.46 £0.06 0.50 £0.08
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