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a. Micrographs of green alga strain DC-10. The arrow indicates mother cell with two autospores; b. Scanning electron micrograph of strain
DC-10, with an irregular network of ribs on the surface; c-f. Transmission electron micrographs of strain DC-10. The acronyms are: N, nu-
cleus; C, chloroplast; M, mitochondrion; CW, cell wall; r, ribosomes. c. Mother cell with two autospores, the arrow indicates a trilami-
nar-layer of mother outer cell wall; d. Autospore, showing chloroplast, mitochondrion and nucleus, notice remnants of the mother cell wall
(arrow); e. Vegetative cell with a minimal set of major organelles, including a parietal and cup-shaped chloroplast; a mitochondrion and a starch
grain. The arrow indicates the network of ribs on the outer layer of cell wall; f. a close-up view of panel. e, showing the thylakoid (arrowhead) of
chloroplast, the cristae (asterisk) of mitochondrion and numerous ribosomes. The arrow indicates the inner electron-dense wall layer
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MYCHONASTES, ANEW RECORDED GENUS OF FRESHWATER
CHLOROPHYCEAE ISOLATED FROM A CHINESE LAKE

LI Yan-Hui" %, HU Ming-Ming" %, SHEN Yin-Wu', LIU Yong-Ding',
LI Dun-Hai' and LI Gen-Bao'

(1. Institute of Hydrobiology, Chinese Academy of Sciences, Wuhan 430072, China;
2. University of Chinese Academy of Sciences, Beijing 100049, China)

Abstract: Morphology, ultrastructure, and 18S rRNA gene sequences of two strains of eukaryotic picoplankton isolated
from Lake Dianchi, China, were analysed. Results showed that cellular shape, structure and autosporulation of two
strains were similar to characteristics of the genus Mychonastes Simpson & Van Valkenburg. The cell wall was consisted
of double layers. The outer layer had a network of ribs on its surface and a trilaminar sheath, which appeared as a
dark-light-dark triple layer. Cells had a minimal set of organelles, typical for small coccoid green algae, a single nucleus,
one mitochondrion, one chloroplast without pyrenoid. Chloroplast was parietal, cup-shaped and occupied most of the
cell volume. The phylogenetic tree based on 18S rRNA gene sequence data showed that isolated strains belonged to the
genus Mychonastes, which belonged to the Chlorophyceae (Chlorophyta). Mychonastes was a firstly recorded genus of
eukaryotic freshwater picoalgae in China.

Key words: Chlorophyceae; Mychonastes; New record in China



