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RAPD Analysis on Genetic Diversity of Craspedacusta in Zhejiang

XU Shan-liangl’z, ZHOU Jian-junl, WANG Dan-lil, SUN Xue?

( 1.Key Laboratory of Applied Marine Biotechnology of Ministry of Education, Ningbo University, Ningbo 315211, China;

2.Key Laboratory of Marine Biotechnology of Zhejiang, Ningbo University, Ningbo 315211, China )

Abstract: Samples of Craspedacusta are collected from 4 regions in Zhejiang Province including Ningbo,

Hangzhou, Jinhua and Wenzhou, and 28 individuals from 4 groups are analyzed by the selection of 10 random

primers from the total 80 random primers. Total of 230 RAPD markers are detected in these individuals, and the

size of DNA fragments is from 0.2 kb to 2 kb, 124 of 230 markers detected are polymorphic which account for

53.91%. The genetic distance between stocks is found to range from 0.245 1 to 0.650 6, and the average genetic

distance to be 0.482 5. The proportion of polymorphic loci (P) is between 27.78%~76.47%, with the average
heterozygosity (H) being 0.099 8~0.297 7, and the index of Shannon (I) being 0.150 0~0.439 0. The whole group
H, | and Gst are found to be 0.2610, 0.393 1 and 0.224 9, respectively. The results suggest that the overall

genetic Craspedacusta is significantly diverse and the level of genetic diversity in Ningbo Xiangshan and

Hangzhou Yuquan groups is lower than average. In contrast, Wenzhou Pingyang and Jinhua Yongkang groups

turn out to be higher in terms of genetic diversity, indicating that there must be obvious genetic variation in

stocks.
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