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TGCAACTCGCCTACATGAAGCTGGAATCGCT
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Identification of Bacillus cereus Separated from Mussels Using MIDI
Sherlock Microorganism Auto Identification System

HUANG Zhu-liang, QIU Di-hong"
( Faculty of Life Science and Biotechnology, Ningbo University, Ningbo 315211, China )

Abstract: In this paper, discussions are made about the research on using the MIDI Sherlock Microbial
Identification System (MIS) to identify the Bacillus Cereus and its accuracy. An analysis is conducted on the
different kinds of cultures and the different amount of bacteria obtained. Then the accuracy of the presented
method is proved by conducting both the Physiology and Biochemistry identification and PCR identification.
The result shows that MIDI identification system achieves a higher correct rate on the Bacillus cereus incubated
with TSBA than those with PCA, those obtained with bacteria amount of 100-120 mg is higher than those
obtained with other amount. This finding indicates that the change of cultures and bacteria obtained amount
affects the accuracy of MIDI identification system. Through the identification of Physiology and Biochemitry
and PCR, the accuracy of MIDI identification system is proved, and its potential to be more widely used in
identifying microbial is also validated.

Key words: Bacillus cereus; MIDI identification system; physiology and biochemistry identification; PCR
identification



