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Abstract: For animals, the inheritance of mitochondrial DNA (mtDNA) is predominantly maternal. Recently, doubly uniparental in-

heritance (DUI) of mtDNA in some bivalves ( the families Mytilidae, Unionidae and Veneridae) has been discovered. The discovery of

DUI of mtDNA has challenged the traditional maternal inheritance and established a unique system to test for evolutionary forces acting

on mitochondrial genomes. However, whether DUI of mtDNA is widely distributed among bivalves is uncertain. In this paper, the mito-

chondrial inheritance model of Japanese scallop Patinopecten yessoensis was investigated. The results suggest that there is no difference

in the mtDNA between somatic and gametic tissues in the same individual. The family test shows that mitochondrial haplotypes of off-

spring ( D-shaped larvae) are the same as those of mothers. No evidence for DUI of mtDNA in P. yessoensis is found.
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DGGE analysis of PCR products from somatic and gametic tissues in the same individual
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Fig.2 DGGE electrophoresis of NcR2 from parent and generation of P. yessoensis
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