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Sequence Analysis of 16S rDNA Gene of Endosymbiont of
Acanthamoeba sp. CB/S1 Isolated from Soil

XUAN Ying-hua, CUI Chun-quan, ZHENG Shan-zi"

(Department of Pathogenic Biology, College of Basic Medicine, Yanbian University, Yanji 133000, China)

[Abstract] The endosymbiont of Acanthamoeba sp. CB/S1 was identified by orcein-carmine staining and 16S rDNA
sequence analysis. The endosymbiont bacteria were rod-shaped and darkly stained, and irregularly localized within the cy-

toplasm. The length of the 16S tDNA was 1534 bp and its DNA sequence was closely related to those of Candidatus
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Amoebophilus asiaticus and Acanthamoeba sp. KA/E21 with 98% homology. Phylogenetic analysis showed that the end-

osymbiont of CB/S1, the endosymbiont of KA/E21, Candidatus Amoebophilus asiaticus, the endosymbiont of Ixodes sca-

pularis, and the endosymbiont of Encarsia pergandiella constitute a monophyletic lineage in phylogenetic tree.
[Key words] Acanthamoeba; 16S rDNA; Endosymbiont; Candidatus Amoebophilus asiaticus
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K ELARFFE R RS2 A, BRBOK A AT IR AR, 6
AE R BORTEAN R, A0vE i 4 1 R (Legionella pneumophi-
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