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[ Abstract] Objective To study the certain contribution of dexamethasone on expression of the
Runx2 and Osterix mRNA on rat dental follicle cells in viiro,and the role of Runx2 and Osterix in dental
follicle bone formation process during development of dental follicle cells . Methods  The 4th passage of
primary cultured human dental follicle cells were treated with 10 ° mol/L dexamethasone and without
dexamethasone respectively for 7 d,14 d,21 d. Total RNA was isolated from rat molar dental follicle cells and
subjected to RUNX2 and OSTERIX mRNA assay by reverse transcription polymerase chain reaction ( RT-
PCR) technique. The relative expression levels of Runx2 and Osterix mRNA were normalized to GAPDH.
Results The mRNA expression of Runx2 in rat dental follicle cells with 10™* mol/L dexamethasone
treatment was up-regulated significantly than the control group (P <0.01 ). The mRNA expression of Osterix
was obvious up-regulated in rat dental follicle cells with treatment of dexamathasone in 7 d and 14 d(P <
0.01). Conclusions Dexamathasone may increase the expression of Runx2 and Osterix, therefore
dexathasone may promote the rat dental follicle bone formation process during development of dental follicle .
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FRFEM FE B B8] 72 0T 4 IS ( marrow stroma cell , MSC) 4 B H 73 A 5 H Runx2 il Osterix A2 2] T # Z4E
Fge AT AR VR R a3k 1 2 b 75 89 B 85 2R (osteoealcin, OCN) 1) FEME D Runx2 REREIMTE 5
Je 21 MSC. [] i B 20 L 2R 43 A0 9805 1B 440 B %) 28, T8 4 A i 400 AR S 1 2 s IR R A IR - 1
SRR T B RS W M ZE KM T SR T A 5 F) S 4 0 P 50 B T TR R ) 3% 1 R Tl R
R AR A R AR AT VR — R AL PR A B S AR S A ARSI TE E N A
W5 Ry LAl b AP R BT A0 M R 35 5% 5 A W) 22 R AE S b ZE RN FE TS 3 B B 40 A AL i i R 2 5
FETE Runx2 Fl Osterix HYZIA , 1 i K BT 2240 M 0 0B 7 AR AL, S AR R b 20 B Ae F A A1 4 TR
oA R TR A
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MK Y Eagle 55773 (Gibeo, 8[H) | BA4- 1L ( Gibeo , FE[H) | HIFE KA (Gibeo, 2 ) | B ZE 1 ( Gibeo,
), B ( Gibeo , 2 | b K B E B (B s BEHTIR (SC, 22 ) |, S bt K BUM B (1 BR s b 14 (SC,
2£[) , Trizol (MRC 23 5], 24[#) , RevertAid' " First Strand ¢DNA Synthesis Kit (MBI 2], 3. Fg%8 ) , TagDNA %
A (TAKARA A7) ) ,ANTP( TAKARA 7 7)) {8] B4 22 B3%5% ( Olympus , Japan ) , Get Doc 1000 #E82 % Z 4t
(BIO-RAD A ], 95 .

AR B SR B AR

B10 SN ierE 7 d W54 SD KB, 4085 10 RO N W2h— B 8 IR 4 20 1R %) oF 4 20 2157
1 mm® R/NIZEZR B, 2 B e 10 HUOR BRI 218 0. 2% B R 5 ml T84k 1 b, AR A e 4L
5 min, BELO WA LU 15% a4 075 19 DMEM 8535 354 E 84k, B0, A& 15% a4 138 1Y
DMEM 35573 4 ml RN, T 5% CO, 37 CHIFRE WAL P, TR AR I8 6 ~7 d AT
29 80% , VL A A $E 40 551 Bz A0 M T PR A i 32 1 1) 22 S A AR AR alid, B 4 ~ 5 d RInTAEAR 1 ik 184K
4 YR BIT Al A A AR, B DU AR AR M5

= RT-PCR &1

1 AL AL BE . B KA A 2RI FE 0. 25 % IR FBH LS , &5 15% B2 155 /9 DMEM
BT R A A B, DAL 1 x 107 AR R E) 96 FLAR b, 415 15% G 2F I Y DMEM 55370, 4%
M ZAARIE IR G 2 PR S —2E A 10 ™ mol/L BB ZERAN 65 — 40 2SR R4, 2 d i 1 IR, 2>
BT 7 14 21 KEEIEFFREI

2. ZFREYAMLE RNA AU PRAH AN ZR 1G5 55 7 .14 21 RIN Trizol $2HUE R RNA 4% 422 T} Trizol
TIA 200 wl & 455502, A2 Tt Trizol MIIA 0.5 ml SEPAERAT #4682 F Trizol A 1 ml 75% ZBE, A
PRGBS BIFUTHE 0. 5% SDS ¥ RNA ¥E4,55 ~60 °C 5 ~ 10 min, ] OD {HE R RNA #KJE, -7 C14#
75, DNA B RNA IEBF B , I 5E 0D260/0D280 FU (A, WARMAZ IR & FI i . BUS wl AR 7ESU IS b
BERE FHLEK R DNA B85 RNA #9201 K/

3. WAL cDNA R Oligo (dT) SBEHLS |4 ) 380 7 SR il i e s i e DNA 85— ,20 wl R WK R
5. B RNA 5 pl,Oligod T 514 1 pl,DEPC AbHEE 7K 6wl , 4% BRI F A 750 — 4 A B Al

4. PCR:PCR ¥4 Runx2 Osterix FINZ: M GAPDH 5¥yih i TRA RS, RH Revert Aid'" Frist
Strand cDNA Synthesis Kit 1920 pl WAKRZR . ROV FF444 95 CAEHE 10 ming95 CAEM: 30 5362 CASPE 1
min 45 MEF, VIR =Y T 1. 6% BEBEFREERC LUK , BER A MR T 0] DL A3 ir ke B 52, 1 R IR
cDNA [T,

5. SEHFE R RT-PCR W GYEE SYBR Green #E4T3EHT 42 /i PCR SRAMMT 28 S FE S AR cDNA . [
AR ZA0FE B RNA SUFE ST ¢DNA (10 x PCR Buffer 25 mol/L MgCl, .10 mmol/L dNTP Mixture 40 U/
wl RNase Inhibitor .5 U/ml AMVRtase XL .5 U/pl AMV-Optimized Taq .20 pmol/L FH#ESES [# 20 pmol/L
TUEEERPED I 1.5 wl SYBR Green , SRJ5 4T 45 IMIEFF,
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BAEATE 3 K, 1B MEFAIE JOREESS RN 2 56 (E, IF0E — 1 2OEIME, 4 PCR
I —2¢ G B {EL ) S BB A PCR 3734 S R4 B BT X6 2 AR AR SRR, B Ce AL, ARG
TERAEE LSO CIACE 3 Cfl, AR 5 CoEBUR L 7 SRATR B MRS, Co (g 1, AHxF 3
KA F AR R =2 = (A Clunge = AClin ) 8L 2777 BB S E AT A 2R A R —
RO L LA LA B AR , -5 RH L B Xof B LU

6. SERAYTHIA AR ALY F AL DA S R 23 5 EA TS PCR ROV, AR 41 DNA BRIl LR, 4R bl
AR S R MV S IR AR B2 2 2R EL R LA A i, I i 1) ) DR B o AR 5 R AR 2, BV it
T M FE DA TE 5 AR R JEE

7. FENFED AN SAAE S E B PCR B2 A o B TR SR X9 AR TR], SR R T2 RNA B2 5E iR 22
RNA 30 SRR A BRI, AR AR [FABLUR cDNA JERSE MR, WAL I 28 5, AT A4S R
YEANZ: | LURE R RIS R A (LR AU RE i NS AOMHL , 5245 2R LU AECARR A BRI R DR &5 6

. Geites ot

KM SPSS 10. 0 AL TG A AN BE SRR FHEIEL + D22 (x £ ) 2R, Bk B B9 ¢
K, LA P <0.05 2w A58 7 E X,

g X

— S X IR L Runx AN [R5 A6k

BT 2AAG I | S AH -5 0 R AL = ANIHE] 5 Runx2 mRNA FRIA 22 R ERA GE T4 L (P <0.01) , Ui
H ZEAAR I P 5 055 o BE AN A AT 1B] 5 Runx? mRNA (RIAKF- (K 1)

T SO 5 X BRAH Osterix A [R]ASH ] 5 8 0k

KUY, SR 2 5 RS 14 KNGS 21 KT Osterix mRNA (R IBZEFAFHIFFE X (P<
0.01) , 35520 Osterix mRNA FFERHERT 4 T HFR R KFE(F£2),

£ 1 Runx2 mRNA 7E£BFR] f B9 FIK (% £5)

4150 R EHNIPS %14 K %521 K
pOpileE| 5 1.14 0. 12 1.23 0. 16 1.20 £0. 18
SLH 2 5 1.76 +0. 18 1.96 0. 14 1.87 £0.17
ol 6. 408 6. 021 6. 051
PH <0.01 <0.01 <0.01

&2  Osterix mRNA TFE £ [a] 5 IR (% +5)

24 51 R EHNIPS %14 K %21 K
X R 2H 5 - 0.94 +0.08 1.14 +0. 07
SEH 2 5 0.82 +0. 09 1.21 +0.01 1.36 +0. 12
i 8 - 4.714 3.541
P1H <0.01 <0.01
Wi

Wise 55T 1992 4F YOI AR 6 d BYR BB A AN, JFd i 21217 el gUb s et
PR AR B AE SR BT  IEWIR SR B A S B T AE AR, 3ok i i 2T 4 240 ML B AT 6 il
BPURIDIRE ™ o AHRF LA 00 5 2 T I e T A T A0 5 P St et 52
b, FEANMLTE AT IR T RS S A FHAS0CT B 2R ek 2 A5 A3 e /N, L 2 B X 40 i ) 5t & 26 4, A
TR FHER 15 T34, AR 7 i 92 0 R LT 48 40 M0 B AT R AR T SR AE , X5 Wise 257 ST B0 45
FARFG o BEE IR B, T RIS R AR T e 2 M A e s, Hoh LRIRIE M2 MY
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HE L AT P8 LA 58 2 A7 T 200 A K30 8 A A S 20 e e, EL 40 6 ) 00 Ao o oy 0
Ji R P B A | T o LS A A A B0 28 8 B 1 (L OB AE , K/ — RO F2 i K B
ML IFS 2545 A 5 JEG L A P s 2 8 SOOI S5 0% 1R P A M L2 B O 25 AR 2 0 BB RTE , 28
A T B R UKL R A S AR, 75 B A2 4 rh o 8% % 3, TT AR SRy R B 48 0 B 1 e S M
Z— I ECHIZIURL A7 A5 5 2 VR B A O, HARBLE Mok 52 2 T SRAISERS PCR J7 v % s 28
AN B 5 Runx2 H1 Osterix MUFEAFEATAINT E B AMT . 92 PCR HR T 1996 4F 1 355 Applied
Biosystem 2> AIfi ), LA JFUUE/E PCR S REAR 22 A AZEGIE R | FIIZEELE 5 1 BRI A4S PCR
BB PCR P SRR, o 0 e b v 2 o R A T HT . 920 PR 8 A58 62628043y
PFD . FOCHRE TR, ARSI R BRI Yk, BIR ] — R REAS 45 & T T dsDNA SUETE/ N 1
HAGEM R KRR 15 PCR & RURIAUE DNA 454  7E80R CIB ST 7 AE 96 il s 9 G AR Il | 7
PASEIS WS PCR 9380074, Yol R THREH B RIS 5 AT AR B, To & s SR e, ARS8
LA GAPDH A PS4 mRNA BTt AT, 14 2550 S5 I B DR R 2 RS DR PSR A 1%
PGB 4 0 DR ARt BRI P A PR AR IR AR O 4 L, 3 o) e 2 LU R R A R AR 3064 75—
TEALIE ( RNA FEARETE ) | SRJ5 PR [RUREAS 22 18] £ 1 0 35 PR 26 16 4 R T LU A%, DAV BRREAS WERE RNA S
e PCR 425655 25 S L5 L T4 AT T DA LSS ) £ F 0L PR A 2 k2 F R B £
6] MU RE | 16— S T T LA S 7 T 43 Ak 4 il ki, ZF S 4 f i 4 AL i £ 52 3
JIFESE  (E IR A 45 ity S PR TR T LR 1 R S A0 . o T7E8 R B A B BE/E T, Runx2
il Osterix EHOTHIFIRZ I IR, BTETERCE /b b & IR R 40k & b 5D, oo B
FEE A AL AR AT AL, 55 1045 4R A B B A M B 4 A G, T S A D RE B S R K
B IAEA TR, Runx2 J& T RUNT 25085 1, il 1 RUNT S5 R Pregl & MO D8 45 i s
(TFIE . Ducy Z5EA9BFFEFWT , Runx2 835 B0 4531 5 Bt B S AR A, Runx2 RS RE TR 1 400 i
B , T8 T LR R 2 B S, D e 45 1 BB A R S P AR AT W 30 TR I S AR T (S
EBWHE BEEN T RRE) FK7 RN R Runx 2B MERIE B IR Rk
[ SHERED ™ Osterix AT A BRI — AN VR 0B S R TR S O S s S DR T, TR T B M
A EHREEZEH, BY5 Runx2 J& TR — A28 48, A0 F Runx2 FiiF, HERIATE 2 Runx2 WIFETE
PR A — A NS G54, FUTE % 3 0 R Osterix PHE 3234 MO 40 A BLAT B4 BB O e 70
L FEAHA R TR BRI, 12 T SR M 7 00 F5 L 0T 40 M 2 S 20 . 2 30 400 ) ok 5 4
A, S FEKAR 53R VE TS R R 200 ML M R TR 8 2 1 B 0 L, 3t B R AA R LM (875 L PR Rk — 2 1Y
PSSR, MR AL R I A0 A R, VB Sl T LA 39 R 7 e 45 2%
REAK TR E T 2RI A A VE I, V8 28 Bl P B I 055 At 40 M o e B A 446 e
FEAANTT LA T BE A 400 , I A B B R 4525 | T 750 5 25 (1 30k SF {1 8 2406 40 M 1 1,
oA, ARSI I R Hb SR B I A T 2P B A AL B2 . 35 92 RT-PCR AR M mRNA
7K % B8 Runx2 il Osterix 75 A 4RI 135945 238 , (H IR G OLAAG AN A < SE 2 2 B 40 LAY Runx2 mRNA
F 7K SR 44 I6F i) 5 28 125 T X BB AL, AL 1] 25 S A B2 78 S5 SERR 2 SF BE AN Osterix mRNA f3635
T FCE TR (L B TR B AT 0 B, 0 S LTV S 1 o A 430 A 5 % R, 3 A Rt
STHALH S I M ZER M A T 32 25 4% I ] Runx2 B9 ZEIA7KT: | Osterix HO7ET5 B W (R IR L 4
U225 SRS e KA 9 0 A T 388 2200 M o S 7 10 9 434
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