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Molecular Genetic Markers and Variation of Cultured Nibea japonica and Nibea

miichthioides

CHAI Xue-jun, HU Ze-hui, XU Jun-zhuo

( Marine Fisheries Research Institute of Zhejiang Province, Zhoushan 316100, China )

Abstract: As important economic marine fish, Nibea japonica and Nibea miichthioides are similar in
morphological characters, which are easily influenced by the geographical regions and environments. Therefore,
it is often difficult to distinguish them accurately at morphological level, and then investigating the genetic
differences becomes necessary. Among many identifying methods is the RAPD technique which has been wildly
used in species identification process. Sixteen polymorphic random primers were selected from 120 Operon’s
primers to amplification purposes. The results show that: (1) The average genetic similarity index within two
species is 0.8853 in N.japonica and 0.8901 in N. miichthioides. The variances of average genetic similarity
between individuals within each species were detected by SPSS software. There was significant difference
(P<0.05)among the species of N. miichthioides and no such character among the species of N.japonica. (2) The
genetic distance between the two species was 0.2150, indicating the N.japonica and N. miichthioides belong to
two different species, respectively.
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