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1

1 C.jinshajiangic 29 C.albo-sericea

2 C.omeiensis 30 C.bailinshanica

3 C.polyodonta 31 C.oligophlebia

4 C.lanosituba 32 C.uraku

5 C.longigyna 33 C.pentapetala

6 C.lapidea 34 C.edithae

7 C.phelloderma 35 C.paucipetala

8 C.mairei 36 C.tenuivalvis

9 C.villoda 37 C.boreali-yunnanica

10 C.tridhosnerma 38 C.hilisciflora

11 C.semiserrata 39 C.concina

12 C.reticulata 40 C. glabsipelata

13 C. semiserrata var.albiflora 41 C.heyhangensis

14 C.brevipetiolata 42 C.delicata

15 C.phellocapse 43 C.hunanica

16 C.compressa 44 C.glabriperulata

17 C.magniflora 45 C.longicaudata

18 C.lungshenensis 46 C.magnocarpa

19 C.brevicolumna 47 C.liberisanima

20 C.saluenensis 48 C.lucidissima

21 C.pitardii 49 C.chekiangoleosa

22 C.pitardii var. alba 50 C.mongshanica

23 C.pitardii var.yunnanica 51 C.japonica

24 C.xifongensis 52 C.icana

25 C.cryptonewa 53 C.changii

26 C.oviformis 54 C.lienshanensis

27 C.brevigyna 55 C.crassissima

28 C.tunaganica 56 C.apolyodont

10 15min
DNA 3) (24:1)
(1) 20 min.
PVP 4) )
2) 0.8¢g SmL
65 2%(V/V) (24:1) 20 min 10000 rpm

2><CTAB (2%CTAB 100 mmol-L™ Tris- 10 min.
HC1 20 mmol-L" EDTA pH=8.0 1.4 mol-L"' NaCl) (5) )

2mL 65 45 min

-20
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A DNA Extraction Method for Sect. Camellia Gene Group

NI Sui'??, TIAN Min®, LI Ji-yuan®

( 1.College of Forest Resources and Environment, Nanjing Forestry University, Nanjing 210037, China; 2.Faculty of Life Science and
Biotechnology, Ningbo University, Ningbo 315211, China; 3.Research Institute of Subtropical Forestry, CAF, Fuyang 311400, China )

Abstract: The cells of Sect. Camellia plants have rich amylose, lipid, pigment and hydroxybenzene. These
substances seriously produce adverse effect in extraction of DNA from Sect.Camellia. CTAB method is
improved in this research work through a series of experiments. The results suggest that using some key
techniques, such as adding PVP before karyon was splintered and using frost Isopropano to precipitate genome
DNA, can speed up extraction of DNA from leaves of 56 species of Sect. Camellia in Genus Camellia. The
DNA could be suitable for ITS sequence analysis. Genomic DNA of higher purity level can be extracted from
the tender leaves. Short-term conservation of the samples under -20  may not obviously affect quality of DNA
extraction.

Key words: DNA extraction; ITS sequence analysis; Sect. Camellia
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