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Molecular Markers and Their Application in Medicinal Plants
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Abstract: Molecular markers are ideal genetic markers after the development of morphological marker,
cytological marker and biochemical marker. The principles, characteristics and the latest achievement and
progress of molecular markers in medicinal plants were reviewed and which can provide a reliable basis for

accurate and scientific evaluation on the quality and authenticity of the pros and cons of medicinal plants. The

prospects of molecular markers in medical plants were also discussed.
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