P@EF@R 2011,27(05):288-291
Chinese Agricultural Science Bulletin

REZEEWEREE PR EEERR S FHIE

L REE
GrrbAl 2= e & 24 e, WAL S 071001)

W OE. £ 2K A8 R R Z % 8 (phenylalanine ammonia-lyase, PAL) & B | 4- & 2 8% 4 B A 35 5 B
(4-coumarate-CoA ligase,4CL ) A& I | P #£ 5% L 2B (cinnamyl alcohol dehydrogenase, CAD) 2 F | it &AL
4 B (peroxidase , POX) A& B % B4 (laccase, LAC) 2 B | dirigent(DIR) & & & W & K i & A M & Rk 2
PR AR IR R 0 L R R R F AT R R AT, B AR T LR KRR F AD S RER T XL
B 64 2 F AR, 38 45K B HACR RIS AL R R 0 B R AL S LR T 4 B B R #T AL
TRFEAE G
KIR : AR & A A R
B RS S184 XHRFRRED : A B34S :2010-2808
Molecular Characterization of Key Enzyme Genes Related to the Pathway of Lignin Biosynthesis
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Abstract: This review focused on the cloning, expression and regulation of key enzyme genes, such as
phenylalanine ammonia-lysate genes (PALs), 4-coumarate—CoA ligase genes (4CLs), cinnamyl alcohol
dehydrogenase genes (CADs), peroxidase genes (POXs), laccase genes (LACs), and dirigent genes (DIRs),
which were related to the pathway of lignin biosynthesis. It would provide some ideas for regulating content and
chemical composition of plant lignin and obtaining improved new plant resource by genetic manipulation at the

key metabolic steps through disclosing the molecular characterization of the above key enzyme genes related to

the pathway of lignin biosynthesis.
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