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Fig. 1 A linear map of the T-DNA region of pCAMBIA 1302
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Table 1 Induction rate of embryogenic calli of ABR 6 in five types of culture medium

B SIS FINERE AGAR L @R/ % iNES g RS
Type of medium  Number of explants Percentage of Callus induction Percentage of embryogenic calli induction
MS 90 69.67c 62.33b
LS 90 87.01a 76.27a
B5 90 77.00b 65.41b
N6 90 57.34d 51. 23c
MB 90 71. 33bc 61.07b

[ — 3 B F IR AN R NG B R OR 22 5 B2
Different small letters in the same column mean difference significant at 0. 05 levels, respectively.
x2 AEAPERRENEERGARNT N

Table 2 Effects of different hygromycin concentrations on embryogenic callus

Number of (mg+ L D
embryogenic callus — Hpt concentration $%: 15 d 15 days culture #3730 d 30 days culture
100 0 98 98
100 10 83 75
100 20 64 44
100 40 7 1
100 60 0 0
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Table 3 Transformation frequency of different agrobacterium concentrations

R YeHe i o 1 7l 13 A 2K RSV ERY S /R ER29 R B FE AR B To & PCR BHM: A L
Infection concentration No. of No. of Resistant Resistant PCR positive plants
/ODg00 embryogenic callus resistant callus green shoots plants of Ty generation
0.4 100 23 10 5 2
0.6 100 31 8 7 5

A JAA R B s B IV @ 2 2R s C A D 5 06 Bt b 4 AL B IR P @ 2R E M P 1A B B SE DR R B

A:immature embryo of B. distachyon; B: Embryogenic callus;C and D: Brown embryogenic callus ; E and F:Regeneration of transgen-

ic plants
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Fig. 2 The process of producing transgentic Brachypodium distachyon
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Fig. 3 PCR detection of the Hpt resistant plants
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